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Outreach Efforts
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Multi-dimensional scaling analysis of
prokaryote community compositions

 Some prokaryote groups were found exclusively in zooplankton.

 Functional genes indicated occurrence of anaerobic microbial
Water processes in zooplankton: methanogenesis, sulfate reduction, nitrogen GK-12 Fellow in action
fixation and denitrification. Graduate student Samantha Bickel teaches high
school students about her research on marine
Calanus finmarchicus microbes.
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* Calanus feeds mainly on diatoms in the spring; Metridia feeds
omnivorously throughout the year.

 Dietary differences could lead to delivery of different
prokaryotes to the two copepod species (Tang 2005, Tang et al.
2009).

* Mantel-Test revealed spatial variation of community structure of
Bacteria, a-Proteobacteria, and Archaea along the salinity gradient.

* Density, depth and station also influenced prokaryotic community

structure.
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