-

View metadata, citation and similar papers at core.ac.uk brought to you byﬁ CORE

provided by Online Research Database In Technology

Technical University of Denmark DTU
oo

Molecular Epidemiology Of Macrolide And/Or Tetracycline Resistant Streptococcus
Agalactiae And Streptococcus Uberis From Bovine Mastitis

Rato, Marcia; Bexiga, Ricardo; Florindo, Carlos; Nunes, Sandro F.; Cavaco, Lina; Vilela, Cristina L.;
Santos-Sanches, Illda

Publication date:
2011

Link back to DTU Orbit

Citation (APA):

Rato, M., Bexiga, R., Florindo, C., Nunes, S. F., Cavaco, L., Vilela, C. L., & Santos-Sanches, I. (2011). Molecular
Epidemiology Of Macrolide And/Or Tetracycline Resistant Streptococcus Agalactiae And Streptococcus Uberis
From Bovine Mastitis. Abstract from XVIII Lancefield International Symposium, Palermo, Italy.

DTU Library
Technical Information Center of Denmark

General rights
Copyright and moral rights for the publications made accessible in the public portal are retained by the authors and/or other copyright owners
and it is a condition of accessing publications that users recognise and abide by the legal requirements associated with these rights.

e Users may download and print one copy of any publication from the public portal for the purpose of private study or research.
e You may not further distribute the material or use it for any profit-making activity or commercial gain
e You may freely distribute the URL identifying the publication in the public portal

If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately
and investigate your claim.


https://core.ac.uk/display/13780115?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
http://orbit.dtu.dk/en/publications/molecular-epidemiology-of-macrolide-andor-tetracycline-resistant-streptococcus-agalactiae-and-streptococcus-uberis-from-bovine-mastitis(3f52f399-07b0-4aea-b239-d84d17e66cf7).html
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FROM BOVINE MASTITIS
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Objectives: To identify macrolide/tetracycline phenotypes and genotypes among Streptococcus
agalactiae (Group B Streptococcus, GBS) and S. uberis from bovine subclinical mastitis,
relevant for therapeutic policies, and evaluate further molecular features.

Methods: GBS (n=60) and S. uberis (n=30) field isolates from 9 herds in Portugal were
characterized by pulsed field gel electrophoresis (PFGE). Resistance to macrolides
(erythromycin-E), lincosamides (pirlimycin-PRL), tetracycline-TET, and the constitutive
macrolide-lincosamide resistance phenotype (cMLS) was evaluated by disk diffusion.
Resistance genes (mefA; ermA; ermB; linB; tetM; tetO; tetT; tetS; tetQ; tetK; tetW; tetL) were
screened by PCR among all isolates. The C5a peptidase and Imb genes, important virulence
factors in human GBS localized in a composite transposon, were screened by PCR among the
bovine GBS. Capsular serotyping of GBS was performed by agglutination and by PCR-
sequencing the capsule gene cluster.

Results: A total of four PFGE clusters comprised 50% of the GBS and four PFGE clusters
comprised 53% of the S. uberis. Co-resistance to E and PRL (18%-27%) and to TET (57%-
60%) was observed in both species. Resistance to PRL and susceptibility to E (LSA phenotype)
was found in 27% of S. uberis isolates. Diverse resistance genotypes were found:
ermB/tetO/tetK in GBS and ermB/tetO or linB/tetS in S. uberis. Both Cba peptidase and Imb
genes were present in 20% of GBS. Two known molecular serotypes were detected: 111-3 (n=1)
and V (n=14), and four types (detected among 75% of GBS) showed cpsDEF sequences distinct
from those described so far, and most were found to be herd-specific.

Conclusion: A contagious source for both GBS and S. uberis was assessed. Dissemination of
antimicrobial-resistance was clonal and by lateral gene transfer. Serotype-specific capsular
polysaccharides appear to have evolved in a herd-associated manner. GBS with C5a peptidase
and Imb were of capsular serotype V —common in human GBS infection.
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