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Project summary

Rice is steadily becoming a staple food to the majority of people in Africa, yet its production is outstripped by demand, resulting in net imports from
abroad. Rice blast disease is a major factor that has led to decline in rice production in Africa. This international collaborative research for
development project is aiming at overcoming rice yield losses caused by blast disease and hence increasing rice production in sub-Saharan Africa.
Breeding for durable blast resistance requires knowledge about the genetic diversity of the pathogen population and its virulence spectrum; durable
resistance represents the most sustainable rice blast control strategy. The project has characterized blast pathogen collections from East and West
Africa using genomics, and a panel of rice genotypes including those carrying the 24 known resistance genes (R-genes). Based on the results, the
project has initiated a breeding program which combines the most promising R-genes into adapted African cultivars. In addition, the project is
establishing a biobank of the pathogen collections at BecA-ILRI Hub for use by African scientists and their partners.
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conduct further pathogen characterization and
screening of local rice germplasm for resistance to
blast, making use of the biobank at the BecA-ILRI
Hub. Identification of additional R genes Is expected.
/. African national rice breeders and their partners

1. East Africa: Pi9 bred into NERICA 2

2. West Africa: Pi9 + Pita 2 bred into F6-36

3. Both regions:
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* The efforts of this project were highly commended by African rice breeders and
pathologists during a workshop in Kenya (June 2015). The scientists have received the
seed of the breeding populations from this project, and will conduct hotspot evaluations.

/. International Rice Research Institute (IRRI),
Philippines

8. University of Exeter, UK (overall project lead) « African rice production (2.1 t/ha) is well below the world average (3.5 t/ha). Because blast

For more information, contact disease Is a major constraint in Africa, durably blast resistant varieties developed In this
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