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Rationale Technical aspects

Unraveling the genetic diversity held in genebanks on a large scale is underway, thanks CMS: Drupal 7 with Tripal 2
to the advances in NGS-based technologies. Here we present the information systems Database: PostgreSQL 9 with CHADO 1.2
strategy that has been implemented to handle various data related to germplasm Theme: based on Zen theme (HTMLE, responsive,...)
Questions? Find me! accession, including genotyping (e.g. genomics of gene banks). Use of:
v.guignon@cgiar.org Drupal views
- Drupal template override
Germplasm Collection Data oo matorialived viows
v _ D a homemade script to load data into CHADO
Musa Germplasm Information System a homemade Drupal module for some features
’
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7 hdobe - Rules module Accessions can be searched using elasticsearch engine which CEEETEE . . . for fi
R enables fuzzy and facet searches. — Mobile appllcatlon or field

This Annex contains a list of the Material provided under this Agi . including the iated h Statement.
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The following information is included for each Material listed: all available passport data and, subject rmit is needed fc '\ . Add new comment
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CEEETTEE T on Plant Genetic Resources e

G O e el 2\ for Food and Agriculture Search APl module
Search Facets module

country

Comment *

e Each accession has a page exposing its details through a user-friendly interface taking

International Transit Center (ITC) accessions can be requested through the website. e I a St I C S e a rC h . advantages of jQuery technology.

An agreement following the International Treaty is generated in PDF format and Standard ontologies such as Crop Ontology and Multi-Crop Passport Descriptiors are used.
automated e-mails are sent.

220 s Germpls nfomation ystem From Genotyping Study to Genomic Context

Explore Banana Diversity

Gl | Search J
\
‘ Home Accession Search Collection List Data Export Releases Help ‘ Log in/Register ] ]
Banana Genome Hub Banana Genome Hub
: 2 A Next-Generation Information System for Musa genomics A Next-Generation Information System for Musa genomics
Taxonomic Reference Collection (TRC) 4 & Y &
Publication title or Reference: Unpublished data
Marker type: Search Search
SNP Home Musa Genomes ¥  Search ¥ Genome Browsers ¥  Download Additional tools ¥  Help Log in/Register Home Musa Genomes ¥  Search ¥ Genome Browsers ¥  Download Additional tools ¥  Help Log in/Register
Description of the dataset:
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Pisang Lilin ITC1121 AA Unknown Unknown ITC

Tomolo ITC1187 AA Unknown Papua New Guinea ITC

Pisang Berangan ITC1287 AAA Unknown Unknown ITC x

Mai‘a popo'ulu moa ITC1169 AAB Unknown Unknown ITC T h l & F t

Uzakan ITC0825 AAB Unknown Papua New Guinea ITC e C n O Ogl e S e a u re S F l ‘ ' ‘ ‘ )
Pelipita ITC0472 ABB Unknown Unknown ITC

Tani ITC1120 balbisiana Unknown Unknown ITC u u u , D

Honduras ITC0247 balbisiana Unknown Unknown ITC B I b I I O m o d u I e C h ro m OS O m e VI ewe r b ,

Paliama ITCO766 acuminata banksii Unknown ITC —
Dole ITC0767 ABB Bluggoe Unknown ITC ™

Calcutta 4 ITC0249 acuminata burmannicoides Unknown ITC I n Tre e G re at S N P

Petite Naine ITC0654 AAA Cavendish Unknown ITC

Gros Miche ITC1481 AAA Gros Michel Unknown ITC

Khai Thong Ruang ITC0662 AAA Ibota Thailand ITC




