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AAV: adeno-asscoiated virus
ACB: nucleus accumbens
ACh: acetylcholine
BAC: bacterial artificial chromosome
cDNA: complementary DNA
CMV: cytomegalovirus
CNS: central nervous system
CP: caudateputamen (Allen Reference Atlas term.)
CPu: caudateputamen (Paxinos & Franklin)
D1: dopamine receptor 1
D2: dopamine receptor 2
DIO: double-floxed invertedopen ORF
DNA: deoxyribonucleic acid
Drd1:  dopamine receptor D1 (mus musculus gene)
Drd2: dopamine receptor D2 (mus musculus gene)
EF1a: elongation factor 1-alpha 
EGFP: enhanced green fluorescent protein
EnvA: avian sarcoma leukosis virus envelope type A
EPSP: excitatory postsynaptic potential 
FISSEQ: fluorescent in situ sequencing
G: rabiesvirus envelope glycoprotein
∆G: glycoproetin-deleted
GABA: gamma-Aminobutyric acid
GESTALT:  genome editing of synthetic 
        target arrays for lineage tracing 
GPe: globus pallidus, external segment
GPi: globus pallidus, internal segment

hSyn1: human synapsin 1
IHC: immunohistochemistry
IPSP: Inhibitorypostsynaptic potential 
MEMOIR: memory by engineered 
                   mutagenesis with optical 
       in situ readout 
mRNA: messenger RNA
MSN: medium spiny neuron
NA: noradrenaline
ORF: open reading frame
PNS: peripheral nervous system
PPN:  pedunculopontine nucleus
RNA-Seq: RNA sequencing
SADB19: street alabama dufferin field 
     strain B19 of rabies virus vaccine
SC: superior colliculus
scRNA-Seq: single-cell RNA-Seq
smFISH: single-molecule fluorescent 
               in situ hybdridization
SNc: substantia nigra pars compacta
SNr: substantia nigra pars reticulata
STN: subthalamic nucleus
TAN: tonically active neurons
TVA: avian tumor virus receptor A 
UMI: unique molecular identifier
VTA: ventral tegmental area

List of abbreviations
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