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Abstract 
A simple and robust solvent suppression technique that enables acquisition of high quality 1D 

1
H 

NMR spectra of alcoholic beverages on cryoprobe instruments was developed and applied to acquire 

NMR spectra of Scotch Whisky. The method uses three channels to suppress signals of water and 

ethanol, including those of 
13

C satellites of ethanol. It is executed in automation allowing high 

throughput investigations of alcoholic beverages. Based on the well-established 1D NOESY solvent 

suppression technique, this method suppresses the solvent at the beginning of the pulse sequence, 

producing pure phase signals minimally affected by the relaxation. The developed solvent 

suppression procedure was integrated into several homo- and heterocorrelated 2D NMR 

experiments, including 2D COSY, 2D TOCSY, 2D band-selective TOCSY, 2D J-resolved spectroscopy, 

2D 
1
H, 

13
C HSQC, 2D 

1
H, 

13
C HSQC-TOCSY and 2D 

1
H, 

13
C HMBC. A 1D chemical-shift-selective TOCSY 

experiments was also modified.  The wealth of information obtained by these experiments will assist 

in NMR structure elucidation of Scotch Whisky congeners and generally the composition of alcoholic 

beverages at the molecular level.  

Introduction 
Scotch Whisky is a culturally significant and high value commodity. Chemical analysis of Scotch 

Whisky is therefore essential to gain a better understanding of the production processes and 

maturation chemistry 
[1,2]

 as well as for addressing food safety challenges,
[3–5]

 and authenticity 

concerns.
[6–11]

 Scotch Whisky is produced by the fermentation of a cereal source, distillation to below 

94.8% (v/v) ethanol, and maturation in oak casks in Scotland for a minimum of three years.
[12]

 Its 

production follows strict guidelines outlined in the Scotch Whisky Regulations (2009)
[13]

, and yet 

every distillery produces a unique spirit. 

Traditionally, chemical analysis of whisky has used standard MS techniques, in particular GC- and LC-

MS, to identify and quantify its compounds, referred to as congeners.
[12,14]

 These methods are labour 
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intensive to establish, often compound specific, and require several instruments and skilled 

operators to prepare the samples and interpret the results.  

Lately, several studies have been carried out using high-end MS techniques to characterise whisky. 
[8,15]

 Our recent FT-ICR MS study 
[15]

 revealed the presence of thousands of compounds in a large set 

of curated whisky samples. Even though we have managed to associate over 72% of MS peaks with 

unique molecular formulae, the structures of these compounds and their concentrations cannot be 

determined by this technique, which in addition fails to detect many low molecular weight 

congeners prevalent in whisky samples.     

NMR spectroscopy, on the other hand, represents a means to detect, identify, and quantify all major 

components of whisky by a single technique. It is a non-selective and non-destructive method, 

allowing for simultaneous profiling of different compound classes, albeit with a limited dynamic 

range and sensitivity. Accepting the NMR detection limits, whisky is still a complex mixture that, in 

addition to this complication, presents additional challenges. In common with other alcoholic 

beverages, whisky primarily comprises of two protonated compounds – water and ethanol. Their 

signals dominate the standard 
1
H spectra of spirits and need to be suppressed to allow observation 

of important, but lower-abundance, congeners.  

Numerous Pulsed Field Gradient (PFG) based methods have been developed for solvent suppression, 

most notably H2O in biological samples.
[16–19]

 Signal suppression of H2O is relatively straightforward, 

as its NMR signal is a singlet. Solvent suppression is more challenging when several multiplets need 

to be suppressed -  a case typical for LC-NMR using non-deuterated solvents.
[20,21]

 In these situations, 

n-solvent peaks are peak picked in a 1D 
1
H spectrum, and appropriate shaped pulses are generated 

for their suppression. These techniques, when performed in automation, are limited by a few 

factors, mostly due to the non-optimised suppression methodology. Significantly, they will not 

decouple the 
13

C satellites of a carbon-bonded solvent’s proton by default. Similarly, the presence of 

ethanol makes the solvent suppression in whisky samples challenging. The 
1
H NMR spectrum of 

ethanol consists of a triplet and quartet, alongside a residual –OH signal, which under certain 

circumstances appears separately from the water signal. In addition, the non-labile ethanol protons 

show 
13

C satellite signals, which are not insignificant relative to the concentration of the congeners. 

A solution containing 40% ethanol has ethanol concentration of 6.85 M. The 
13

C
12

CH5OH 

isotopomers of ethanol with natural abundance of 
13

C are therefore present at approximately 75 

mM. For comparison, a major whisky congener, isobutanol, occurs at a concentration of 

approximately 4 mM in malt Scotch Whisky.
[14]

 It is clear that any successful attempt to suppress 

ethanol must also remove its carbon satellites during the solvent suppression.
[21]

    

In this work, we present an automated ethanol/water solvent suppression methodology allowing for 

the acquisition of high resolution, high sensitivity 1D 
1
H NMR spectra of whisky with minimal sample 

preparation. The developed 1D method uses the well-established 1D NOESY pulse sequence, which 

in combination with signal presaturation yields very good water suppression,
[22]

 as documented by 

its widespread use in NMR studies of biofluids.
[23–26]

  This solvent suppression method is also used as 

the basis for even more challenging solvent suppression in 2D homo- and heteronuclear NMR 

experiments. Several examples of these experiments are presented here.  

Materials and Methods 
Samples were analysed in 5mm Wilmad 535-PP-7 Precision NMR tubes rated for 600 MHz. D2O 

(99%), acetic acid-d4 (99.5%), and sodium acetate-d3 (99%) were acquired from Sigma-Aldrich Co. 

Samples (500 µL) of Scotch Whisky, provided by the Scotch Whisky Research Institute, were mixed 

Page 2 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

3 

 

with D2O/sodium acetate/acetic acid buffer solution (100 µL) containing DSS-d6 as an internal 

standard. The final concentrations of buffer and internal standard were 25 mM and 1 mM, 

respectively. Samples of very high ethanol strength (>80% v/v) were diluted using UHQ water (1:1) 

before mixing with the buffer solution. All spectra were acquired at 300.0 K. 

NMR experiments were developed and implemented on 4-channel Avance III HD 600 and 800 MHz 

Bruker spectrometers equipped with a TCI cryoprobe with automated matching and tuning and a 16-

slot sample changer (600 MHz only). All spectra presented here were acquired at 600 MHz unless 

otherwise noted. Acquisition of a 1D 
1
H spectrum is preceded by the acquisition of three preliminary 

spectra in automation using IcoNMR and Python scripting. 1D 
1
H spectra were acquired in full 

automation, while subsequent 2D experiments were acquired in manual mode. 

The first preliminary experiment serves to locate the exact resonance frequency of water and to 

calibrate 90° 
1
H pulses on the first and third channels. The water signal is located using a 360° pulse 

in a single scan experiment. The backwards linear prediction of the first 4096 points used during the 

processing removes the broad component of the water signal, allowing for the accurate 

determination of the frequency of the sharp component. The determined value is then used to 

irradiate the water signal on the 3
rd

 channel. Only the first 512 points are back predicted for samples 

with a high ethanol concentration, due to fast decay of their water signal.  

The second preliminary experiment determines the exact chemical shift of CH2 and CH3 signals of 
12

C 

isotopomers of ethanol by establishing the corresponding chemical shift in 
13

C isotopomers in a non-

refocused reverse INEPT 
[27,28]

 experiment. This approach was chosen as the radiation damping 

prevents accurate determination of the chemical shifts of ethanol protons in 
12

C isotopomers. The 

reverse INEPT spectrum is acquired using acquisition and relaxation times of 6.06 and 4 seconds, 4 

dummy scans and 16 scans with 
1
H and 

13
C carrier frequencies of 2.2 and 40.0 ppm, respectively.  

The FID is zero-filled once and Fourier transformed using exponential broadening of 0.2 Hz. The 

antiphase satellite ethanol signals are peak picked and the chemical shifts of CH2 and CH3 signals of 
12

C isotopomers are calculated by adding 1.53 and 1.11 Hz to the corresponding chemical shifts of 
13

C isotopomers, respectively, to compensate for the 
13

C isotope shift. A frequency modulated 

rectangular shaped pulse, EthanolShape, is generated starting from a square pulse (1000 points). 

This pulse inverts the on-resonance CH2 protons and the off-resonance CH3 protons. Its exact length, 

to be around 50 ms, is calculated to allow 2πn rotation for the off-resonance CH3 protons. This 

experiment also stores the centre position of the CH2 signal as the carrier frequency for the final 

experiment. The power used for this pulse corresponds to γB1/2π equal to 28 Hz. 

The third preliminary experiment produces a single scan 1D 
13

C spectrum acquired with inverse-

gated 
1
H decoupling. The spectrum is acquired using an acquisition time of 2.04 s with 

1
H and 

13
C 

carrier frequencies set to 2.20 and 40 ppm, respectively. The spectrum is peak picked and the 

positions of the ethanol carbon signals are used to calculate a shaped pulse, CarbonShape, for 

decoupling of the ethanol satellites in the final experiment. The 
13

C carrier is placed exactly in the 

middle of the CH2 and CH3 
13

C chemical shifts. A 180
o
 rectangular cosine modulated shaped pulse 

consisting of around 500 points and length approximately 2.5 ms is generated – the exact number of 

points and length is optimised per sample. Its exact length is calculated to allow 2πn rotation for 

both resonances. The power level was set to γB1/2π equal to 333 Hz and the pulses were phase 

cycled using m4p5 scheme, where m4 and p5 are {0°, 0°, 180°, 180°} and { 0°, 150°, 60°, 150°, 0°}, 

respectively. 
[29,30]

 

The final experiment imports the various offsets, calculated pulse shapes and power levels to 

acquire a 1D 
1
H spectrum with water and ethanol suppression. For water presaturation, the power 

Page 3 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

4 

 

level was set to γB1/2π equal to 20 Hz. The receiver gain is set to 45.2, and spectra are obtained 

using 4 dummy scans and 32 scans. The FID is acquired with digitised sampling of 128k time domain 

points over 16 ppm, yielding the acquisition time of 6.82 s; a 4.5 s relaxation/presaturation delay 

was used. The FID was zero filled once and Fourier transformed using an exponential line broadening 

of 0.2 Hz 

These experiments were performed in automation and take approximately 15 minutes per sample, 

including loading and shimming. In-house Python scripts were used for batch processing of spectra 

including phasing and baseline corrections.  

The pulse sequence of a magnitude DQF COSY experiment (Bruker pulse sequence cosygpppqf) was 

modified to include solvent signal presaturation during a 3 second relaxation delay as outlined for 

the acquisition of 1D 
1
H NMR spectra. 2D COSY spectra were acquired using 1024 and 4096 complex 

points in F1 and F2 using spectral widths of 10 and 13 ppm in F1 and F2 yielding t1 and t2 acquisition 

times of 85.2 and 262 ms, respectively. Four scans were accumulated per one increment resulting in 

the overall acquisition time of 3 hours 52 min. A forward linear prediction to 2048 points was used in 

F1 and zero filling to 8192 was applied in F2. A sine square window function was used for apodization 

prior to Fourier transformation in both dimensions. 

 

Similar modifications to those described for the COSY experiments were implemented into a phase- 

sensitive TOCSY experiment using a z-axis DIPSI-2 spin-lock 
[31]

 starting from the Bruker pulse 

sequence dipsi2esgpph.  A 40 ms spin-lock was applied at γB1/2π of 10 kHz. The PFGs surrounding 

the DIPSI spin-lock were applied at 1 and 3%. The spectrum was acquired using 768 and 4096 

complex points in F1 and F2 using spectral widths of 10 and 13 ppm in F1 and F2 yielding t1 and t2 

acquisition times of 63.9 and 262 ms, respectively. Sixteen scans were accumulated per one 

increment resulting in the overall acquisition time of 8 hours 8 min. A forward linear prediction to 

2048 points was used in F1 and zero filling to 8192 was applied in F2. A cosine square window 

function was used for apodization prior to Fourier transformation in both dimensions. 

 

A band-selective 2D TOCSY experiment 
[32]

 was designed starting from the Bruker pulse sequence 

dipsi2gpphzs.  Two 2D band-selective TOCSY spectra were acquired focusing on methyl and 

methylene regions centred at 0.741 and 1.289 ppm, respectively, using the relaxation time of 2 s, 

mixing time of 80 ms and eight scans per increment. As these regions do not include solvent signals, 

no signal suppression was necessary. A zero-quantum suppression was achieved using 20 ms CHIRP 

pulse with a simultaneous PFG (11%) before and after mixing according to Thrippleton et al.
[33]

 

 

The methyl focussed experiment was acquired using the following parameters: 128 and 4096 

complex points in F1 and F2, respectively, spectral widths of 0.083 and 7.0 ppm in F1 and F2, yielding 

t1 and t2 acquisition times of 487 ms and 1.28 s, respectively. The overall acquisition time was 1 hour 

and 16 min. A forward linear prediction to 256 points was used in F1 followed by zero filling to 512 

points. Zero filling to 8192 was applied in F2. A cosine square window function was used for 

apodization prior to Fourier transformation in both dimensions. 

 

The methylene focussed band-selective TOCSY experiment was acquired using the following 

parameters: 576 and 4096 complex points in F1 and F2, respectively, spectral widths of 0.832 and 8.4 

ppm in F1 and F2, yielding t1 and t2 acquisition times of 576 ms and 405 ms, respectively. The overall 

acquisition time was 4 hours and 14 min. A forward linear prediction to 1024 points was used in F1. A 

zero filling to 8192 was applied in F2. A cosine square window function was used for apodization 

prior to Fourier transformation in both dimensions. 

 

A magnitude mode J-resolved experiment (Bruker pulse sequence jresqf) was modified to include 

the presaturation elements as above. Spectra were acquired using 96 and 4096 complex points in F1 
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and F2, respectively. 16 scans were acquired per increment using spectral widths of 40 Hz and 13 

ppm in F1 and F2, yielding t1 and t2 acquisition times of 0.26 and 1.2 s, respectively. The overall 

experimental time was 2 hours and 20 minutes. A forward linear prediction to 256 points was used 

in F1, followed by zero filling to 512 points. A zero filling to 8192 was applied in F2. A sine square 

window function was used for apodization prior to Fourier transformation in both dimensions. 

 

A 1D chemical-shift-selective filter (CSSF) TOCSY experiment 
[34]

 using DIPSI-2 spin-lock
[31]

 and zero-

quantum suppression 
[33]

 was modified to include solvent signal presaturation during the relaxation 

delay. The spin-lock at γB1/2π of 10 kHz was applied from 10 ms to 160 ms. Selective inversion of a 

selected proton was achieved using a 40 ms Gaussian pulse applied on channel 1 after switching to 

the desired frequency from the frequency of the CH2 ethanol signal used during the presaturation. 

The spectra were obtained with 32 increments (2.6 ms) of the CSSF (total length 83.2ms) with 2 

scans each. The 1D TOCSY spectra were acquired using 32k time domain points and a spectral width 

of 14 ppm, yielding an acquisition time of 1.46 s; a 2.0 s relaxation delay was used. The FID was zero 

filled once and Fourier transformed using exponential line broadening of 0.3 Hz. 

 

An echo/anti-echo DEPT-edited 
1
H, 

13
C HSQC experiment, Bruker pulse sequence hsqcedetgpsisp2.3 

was modified to include explicit adiabatic bilevel decoupling 
[35–41]

 and the solvent suppression as 

described for the acquisition of 1D 
1
H NMR spectra.  Standard Bruker broad-band CHIRP 

13
C pulses 

were used including 500 and 2000 µs long inversion and refocusing pulses, respectively.  Analogous 

2D 
1
H, 

13
C HSQC-TOCSY with DIPSI-2 spin lock but without the multiplicity selection was also 

modified (standard Bruker pulse program hsqcdietgpsisp.2) to include signal suppression. The 

heterocorrelated spectra were acquired using 1024 and 3072 complex points in F1 and F2, 

respectively. Eight scans (HSQC) or 16 scans (HSQC-TOCSY) were acquired per increment using 

spectral widths of 15 and 165 ppm in 
1
H and 

13
C dimensions yielding t1 and t2 acquisition times of 21 

and 176 ms, respectively. The 
13

C carrier frequency was set to 80 ppm. The spectrum was zero filled 

to 8192 and 2048 points and the cosine square window function was used before Fourier 

transformation; a 40 ms spin-lock was applied at γB1/2π of 10 kHz in the HSQC-TOCSY experiment.  

 

A constant-time phase sensitive gradient-selected 
1
H, 

13
C HMBC experiment with two-fold low-pass 

J-filter to suppress one-bond correlations and no decoupling during acquisition, 
[42,43]

 Bruker 

standard pulse program hmbcctetgpl2nd, was modified to include signal presaturation during the 

relaxation delay, as described above. Additional ethanol CH2 and water signal saturation (γB1/2π = 28 

Hz) were applied during the long-range evolution delay optimised for 
n
JCH of 6 Hz. A two-step low 

pass J-filter was applied optimised for the 
1
JCH couplings of ethanol (125.7 and 142.6 Hz). The 90° 

13
C 

pulses of the filter were implemented as composite 90°x-90°y pulses. 2D 
1
H, 

13
C HMBC spectra were 

acquired using 910 and 4096 complex points in F1 and F2, respectively. Sixteen scans were acquired 

using spectral widths of 14 and 200 ppm in 
1
H and 

13
C dimensions yielding t1 and t2 acquisition times 

of 15 and 243 ms, respectively. The 
13

C carrier frequency was set to 100 ppm. The spectrum was zero 

filled to 8192 and 4096 points and the cosine square window function was used before Fourier 

transformation. Full example spectra for all experiments are included in the Supplementary 

Information. 

Results and Discussion 

Sample preparation  

A sample preparation protocol was designed to minimise time and costs to allow high-throughput 

acquisition of spectra. Scotch Whisky is an acidic solution (pH ca. 4), with acidity increasing during 

maturation. 
[14]

 To minimise the chemical shift changes due to pH variations between samples, a 

buffer solution was added to each sample. Deuterated sodium acetate/acetic acid buffer (25 mM) 
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was used as acetic acid is naturally occurring in whisky at a typical concentration of 1.5mM, and its 

pKa is close to whisky’s natural pH.  The residual signal of the undeuterated acetic acid (0.5%, 125 

µM) at 2.08 ppm thus contributes to the naturally occurring signal. The final buffer concentration of 

25 mM was decided upon as a compromise for achieving sufficient buffering capacity, whilst 

minimising the reduction in sensitivity of cryoprobes caused by salt.
[44]

 Using these conditions, the 

pH variations were limited to few hundredths of pH units. In addition, it was observed that changes 

in ethanol strength also contributed to the movement of signals, but no attempt was made to 

equalise it, as this would substantially increase the complexity of sample preparation.  

Ethanol and water suppression in whisky samples 

The acquisition of proton NMR spectra of high-alcohol strength samples is severely hindered by the 

high concentrations of both water and ethanol. To overcome this issue, it is possible to dry the 

sample and re-dissolve it in a deuterated solvent,
[45]

 however this has obvious drawbacks in 

increased labour and loss of volatile compounds and thus working with original liquids is preferred. 

Excitation sculpting 
[17]

 is a very efficient water suppression technique that has been adopted for the 

suppression of multiple signals.
[46]

  However, there are issues with this approach, as the intensity of a 

wider range of resonances is affected by applied selective inversion pulses. Employment of longer 

pulses, which partially addresses this issue, leads to unwanted J-modulation of multiplets. The latter 

problem can be addressed by the perfect-echo pulse sequence 
[19]

 that nevertheless can induce 

intensity variations due to relaxation over the extended periods spins spend in the transverse plane. 

Methods that deal with the solvent suppression prior to spin excitation are therefore preferable. 

Water suppression enhanced through T1 effects or WET 
[47,48]

  is one such method. It has been 

recently successfully applied to acquire 1D and 2D spectra of strong distilled spirits produced from 

grape pomace.
[49]

 This study was performed using a room temperature probe, where WET performs 

well.  Nevertheless, the efficiency of WET is known to deteriorate on cryoprobe instruments and a 

modification has been put forward that improves its performance.
[50]

 Another water suppression 

based method that suppresses solvent signals at the beginning of the pulse sequence is based on a 

1D NOESY experiment.
[51]

 This technique widely used in metabonomic studies and has also been 

adopted for multiple solvent suppression. Working with high alcohol strength spirits, Monokhova et 

al. presented an automated eightfold (the OH singlet, the ethanol triplet and quartet) one-channel 

signal suppression technique using a single combined shaped pulse.
[52]

 A similar method was 

implemented by Ragone et al. to examine wine samples.
[53]

 Described as line-selective methods they 

nevertheless do not achieve solvent suppression by irradiating selected lines of ethanol multiplets 

only. As demonstrated by Kupce et al., when shaped pulses targeting very close frequencies are 

combined in a single selective pulse, they do not work in a line-selective manner; instead, they will 

saturate a broader region.
[54]

 We have therefore decided to abandon the “line-selective” approach 

and focused on the multiplet-selective solvent suppression instead within the framework of the 1D 

NOESY pulse sequence. In addition, we have also introduced suppression of 
13

C satellites that is 

compatible with cryoprobes. The proposed pulse sequence is shown in Fig. 1. 

 

 

Page 6 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

7 

 

 

Fig. 1 – Pulse sequence for simultaneous suppression of water, ethanol and 
13

C ethanol satellites in whisky samples. Narrow 

filled rectangles represent 90° pulses. 1 ms CHIRP-shaped PFGs were applied at G1 = 50% and G2 = -11% followed by a 200 

µs gradient recovery delay. The following phase cycle was used ϕ1 = x, -x; ϕ2 = 8(x), 8(-x); ϕ3 = 2x, 2(-x), 2y, 2(-y) and ψ = x, 

2(-x), x, y, 2(-y), y, (-x), 2x, (-x), (-y), 2y, (-y). For more details see Materials and Methods, Bruker pulse program included in 

Supplementary Information. 

Crucial to the quality of solvent suppression is the determination of the exact frequencies of solvent 

signals. However, due to the high Q factor of cryoprobes, even a very short r.f. pulse produces 

radiation damping
[55]

, which severely distorts ethanol multiplets and makes this task impossible 

when focusing on 
12

C isotopmers of ethanol. This is not an issue for their much weaker 
13

C satellites 

signals, which can be acquired as the first trace of a non-refocused gradient-selected HSQC 
[56]

 or 

non-refocused reverse INEPT
[57]

 experiment. The former method produced distorted multiplets 

affected by the evolution of proton-proton couplings, while the latter method yielded pure 

antiphase multiplets with respect to 
1
JCH. Despite the lower sensitivity of the latter method, signal-

to-noise > 4000 was routinely obtained, which is more than adequate for accurate frequency 

determination. The level of the suppression of the main signals (< 25% of the height of the satellite 

signals) was also sufficient.  The chemical shifts of 
12

C isotopmers of ethanol were therefore 

obtained based on the frequency of 
13

C isotopmers and considering the proton 
13

C/
12

C isotope shift 

as detailed in the Materials and Methods. 

A double-selective pulse of approximately 50 ms, saturating both CH2 and CH3 signals, was used to 

suppress ethanol signals.  Its exact length was calculated for each sample taking into account the 

exact chemical shift difference between the CH2 and CH3 signals and allowing the off-resonance 

signal (CH3 in this implementation) to make exactly a multiple of 2π rotation. We find that this is 

essential for excellent suppression of the off-resonance signal as illustrated in Fig. 2. Here, for a 

difference of 1470 Hz between the CH2 and CH3 signals, a 50094 µs pulse produces 74*2π rotation of 

the off-resonance CH3
 
signal (the first, left spectrum in Fig. 2). When the pulse length was 

recalculated to allow additional precession in 20° increments the suppression of the CH3 signal 

became progressively worse. Lengthening the pulse by as little as 38 μs, or 0.076% of the original 

pulse length, which corresponds to the time needed to generate such as 20
o
 phase shift, has a 

noticeable effect.  
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Fig. 2 – Residual signal of CH3 protons of ethanol obtained using the pulse sequence of Fig. 1, as a function of the pulse 

length of the presaturation pulse. On the left, the pulse length, 50094 µs, was calculated to allow 74*2π rotations, while the 

subsequent experiments increased this value by 38 us.  Each recalculated shape allowed for an additional phase shift 

increment of 20°. The range of 360° is shown in 17 increments. Note that the central line of the CH3 triplet is 

disproportionately taller. 

The exact rotation of only one off-resonance signal can be achieved in this way; therefore, another 

channel was used to suppress the water signal as described in the Materials and Methods.  

Acquisition of 
13

C satellites can serve another purpose - quantification of the ethanol content of the 

sample. Indeed, calibrating the ethanol strength using water/ethanol mixtures based on integration 

of CH2 and CH3 signals for standard alcohol strengths in the region of 20 to 70% ABV yielded a 

standard deviation of 4.5% ABV.  This error was mostly due to baseline and phase distortions from 

the attenuation of the 
12

C isotopomer signal.  

The next spectrum to be acquired was a 1D 
13

C NMR spectrum using inverse-gated decoupling. This 

spectrum also serves a dual purpose. High ethanol concentrations yield single-scan spectra with a 

signal-to-noise ratio > 740:1 at 43% ABV, that are suitable for the quantification of the ethanol 

concentration. Indeed, this spectrum provides better quantification than the reverse INEPT, yielding 

a standard deviation for the same calibration of only 1.5% ABV. As the 
13

C signals displays ethanol 

concentration dependent chemical shift changes and line broadening, these are peak picked and 

integrated using individually adjusted integral regions. The 
13

C chemical shift of the CH2 resonance 

varies up to 0.32 ppm (or 48 Hz at 150 MHz) between 20-70% ABV, shifting down field at higher 

alcohol strengths. The 
13

C CH3 resonance shifts by up to 0.20 ppm (or 30 Hz at 150 MHz) between 20-

70% ABV, shifting up field at higher alcohol strengths. These chemical shift and line widths changes 

may be explained, in part, by the changing nature of water-ethanol solutions at different ethanol 

concentrations, including hydrogen bond effects and ethanol aggregates.
[58–60]

  

The major reason for acquiring 1D 
13

C NMR spectra is to determine the exact 
13

C chemical shifts of 

ethanol resonances.  This information is required for setting up the parameters for the decoupling of 
13

C satellites of ethanol in the 
1
H spectrum of whisky. As it is not possible to apply broadband 

13
C-

decoupling during a six second acquisition of 
1
H spectra on a cryoprobe instrument, decoupling of 

ethanol signals was performed in a selective manner. For this purpose, a cosine modulated 

rectangular pulse of approximately 2.5 ms was generated at the frequency midway through the two 
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ethanol signals. As with the 
1
H presaturation pulse, its exact length was calculated to allow a 2πn 

rotation of both signals, as detailed in the Materials and Methods. This treatment resulted in a 

residual signal < 1% of the original satellite signal height (Fig. 3).  

 

Fig. 3 – A partial 
1
H NMR spectrum of Scotch Whisky sample S15-3896  acquired using the pulse sequence of Fig. 1 with 

(green) and without (black) ethanol signal suppressed. This spectrum was acquired at 800 MHz. The ethanol CH3 region is 

shown in the main Fig., the inset shows a broader range of the spectrum including DSS at 0 ppm (1 mM) and CH2 signals of 

ethanol at 3.64 ppm. Note that the signals of 3-methylbutan-1-ol (1.43 ppm) overlay perfectly, indicating lack of any 

heating casused by the decoupling, and the triplet at 1.255 ppm becomes clearly visible when the decoupling is activated.    

The final 
1
H NMR spectrum of Scotch Whisky shows remarkable suppression of water/ethanol 

signals with residual “solvent” signals smaller than the overlapping CH3 signals of higher alcohols at 

0.88 ppm (Fig. 4). The residual CH2 signals of ethanol are smaller than the signal of nine CH3 protons 

of 1 mM DSS used as internal standard. The level of the ethanol signals suppression can be 

quantified by recording a spectrum without the carbon decoupling (Fig. 3). Here the residual 
12

C 

isotopomer ethanol signals have approximately the same intensity as their satellites, representing 

suppression of 99.5% of the signal. The CH2 signals is typically better suppressed as its chemical shift 

coincides with the carrier frequency, whereas the CH3 is off-resonance, contains three protons and 

displays a simpler multiplet. The water signal is typically suppressed to the level of the DSS signal. 
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Fig. 4 - Typical 
1
H NMR spectrum of Scotch Whisky sample S14-1941 with ethanol and water suppression, including the 

suppression of 
13

C satellite signals of ethanol acquired using the pulse sequence of Fig. 1. Insets show three regions 

representing higher alcohols (0.8-1.8 ppm), carbohydrates (3-5.5 ppm) and cask extractives and aromatic compounds (6.5-

8.5 ppm) indicating the vertical scale up relative to the main spectrum. The overlapped methyl signals from congeners at 

0.88 ppm are labelled with an asterisk. DSS signals at 0 ppm act as a 1mM internal standard. 

The final spectrum shows many congeners clearly identifiable and quantifiable, displaying pure 

phase multiplets as shown in Fig. 4. The signal-to-noise ratios (SNR) for signals of several compounds 

are summarised in Table 1. Their identity was confirmed through the analysis of 2D experiments and 

spike-in 1D spectra. We estimate that the limit of detection is therefore approximately 50 μM. This 

could be improved by increasing the number of scans or using a higher field instrument. 

Table 1 - Signal to Noise Ratios for Resonances of Several Identified Compounds in Sample S14-1941 

Compound δ ppm Concentration (mM) Multiplicity # H SNR 

DSS-d6 0.00 - 1 s 9 14623 

3-Methyl-1-butanol 1.43 6.8
 a
 7.1 q 2 6442 

n-Propanol 1.53 2.8
 a
 3.5 m 2 1589 

Acetaldehyde 4.13 2.50
 a
 2.50 q 2 465 

Glucose 5.19/4.59 0.59
 a
 0.40 s 2 117/270 

Furfural 6.77 0.16
 a
 0.13 dd 1 63 

2-Phenylethanol 7.34/7.27 0.21
 a
 0.23 m 5 112/127 

Syringaldehyde 7.3 0.059
 a
 0.051 s 2 66 

a 
The concentrations quoted were provided by the Scotch Whisky Research Institute.  
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In conclusion, the presented protocol allows automated acquisition of high quality 
1
H NMR spectra 

of Scotch Whisky in 32 scans over 15 minutes on a 600 MHz cryoprobe NMR spectrometer. The 

obtained spectra are suitable for chemometric analysis and quantitative analysis of congeners of 

Scotch Whisky or other spirits.    

 

1D and 2D experiments with solvent suppression 

To aid in interpretation of whisky spectra, several established NMR experiments were modified to 

include the developed solvent suppression scheme. Amongst these are homonuclear 1D and 2D 

experiments such as 2D COSY, 2D TOCSY, 2D band-selective TOCSY, 1D chemical-shift-selective 

TOCSY, and 2D J-resolved as well as heterocorrelated experiments including 2D 
1
H, 

13
C HSQC, 2D 

1
H, 

13
C HSQC-TOCSY and 2D 

1
H, 

13
C HMBC.    

In the following these experiments are briefly discussed in reference to the original experiments and 

illustrated using partial spectra of a 12-year-old Highland single malt Scotch Whisky (S14-1941) and a 

12-year-old Lowland single malt Scotch Whisky (S14-1963). The spectra presented below were 

generated using appropriate apodization followed by Fourier transformation and baseline correction 

in both dimensions. Additional measures like removal of the signal by a filter and a t1 noise reduction 

produced cleaner spectra that are presented in the Supplementary material together with the full 

spectra.  

Homocorrelated experiments 

Establishing proton-proton chemical shift correlations is essential for the structure elucidation of 

compounds and is typically achieved using J coupling constants to transfer the magnetisation in a 

COSY or TOCSY type of experiments. The usefulness of through space correlations for small 

molecular weight congeners is limited and NOESY experiments were therefore not included in this 

set. Acquisition of COSY spectra in aqueous solutions is challenging 
[61]

 and therefore a basic 

gradient-selected 2D COSY method (Bruker pulse sequence cosygpppqf) was used here. For 

acquisition of 2D TOCSY spectra, a phase-sensitive method with DIPSI-2 
[31]

 and ZQ-suppression 

scheme 
[33]

 applied before and after the mixing time were chosen. Both methods yielded excellent 

results as seen in Fig. 5. The level of the solvent suppression can be judged by inspecting vertical 

projections positioned at the sides of the 2D spectra. The methyl signals of higher alcohols 

resonating at 0.88 ppm are more intense that the residual signal of the methyl protons of ethanol. 

Several correlations between aliphatic protons resonating in a 1 ppm region (0.8 - 1.8 ppm) to the 

methyl protons around 0.88 ppm and other protons up to 5.2 ppm can be seen. These protons 

belong to higher alcohols, such as 2- and 3-methylbutan-1-ol, n-propanol, and iso-butanol.  
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Fig. 5. Partial (a) 2D COSY and (b) 40 ms mixing time 2D TOCSY spectra of Scotch Whisky sample S14-1941 acquired using 

the developed solvent suppression scheme of Fig. 1. A 1D spectrum is shown at the top, scaled to show appropriate 

features, while vertical projections are shown on the sides. Horizontal traces taken at 0.88 ppm are scaled appropriately 

and overlaid to highlight spectral features. 

As with every complex mixture, compounds containing very similar fragments are present at 

different concentrations. This leads to strong signals concealing the weak ones and preventing their 

identification, especially when wide proton multiplets are present. Their decoupling in one 

dimension is therefore highly desirable, while preserving their multiplicity in the other, thus 

retaining important information provided by J-couplings. Towards this end, we have implemented a 

solvent suppression scheme into a band-selective 2D TOCSY experiment
[32]

 achieving excellent 

resolution as illustrated in Fig. 6. 
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Fig. 6. Partial band-selective 2D TOCSY spectra of Scotch Whisky sample S14-1941 acquired using the solvent suppression 

scheme of Fig. 1 and 80 ms mixing time. Separately acquired 1D spectra are shown as external horizontal projections, while 

internal vertical projections are shown. (a) A region of 500 Hz centred on 1.43 ppm was inverted by a 10 ms IBurp 2 pulse. 

Two expansions are shown as indicated by arrows; (b) expansion of a circled region from (a) in green overlaid with the same 

region of 2D TOCSY spectrum shown in Fig. 5b. (c) In a separate experiment, a region of 50 Hz centred on 0.88 ppm was 

inverted by a 20 ms IBurp2 pulse. 

In the example presented in Fig. 6a, a 500 Hz region centred at 1.43 ppm was selectively inverted, 

which contains some mutually coupled protons, preventing refocusing of J-couplings. Still, even this 

region benefits from excellent resolution afforded by a long t1 acquisition time (576 ms) as shown in 

the inset of Fig. 6a. Protons from within this region resonating in a small window of 40 Hz centred on 

1.13 ppm, do not have coupled partners in the inverted region, but are J-coupled to protons 

resonating at around 4.05 ppm.  Consequently, they appear as singlets in F1 as shown in Fig. 6b. At 

least 10 different resonances were identified in this narrow region due to removal of the couplings in 

F1.  In a separate experiment, methyl signals at 0.88 ppm resonating within 15 Hz could also be 

resolved in F1 by applying a 20 ms inversion pulse that does not invert any additional resonances. 

Several cross peaks in two regions around 1.6 and 3.4 ppm were clearly resolved connecting the 

protons resonating here with the methyl groups (Fig. 6c).  

Limited signal overlap in certain regions of 
1
H NMR spectra of Scotch whisky allows the separation of 

signals in one-dimensional experiments using highly selective chemical-shift correlated experiment, 

chemical shift selective filter (CSSF) 1D TOCSY 
[34]

. The original CSSF-TOCSY pulse sequence was 

modified to include the solvent suppression element as described above.  In an example given in Fig. 

7, the anomeric proton of β-glucose at 4.52 ppm was selected and subjected to isotropic mixing of 

increasing length.  
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Fig. 7 - Selective 1D CSSF TOCSY of β-D-glucose in Scotch Whisky sample W16-1009 with mixing times from 20 ms to 160 ms 

showing TOCSY-transfer throughout the ring all the way to H-6 protons. The 160 ms mixing time spectrum had the y-scale 

multiplied by a factor of 2. The residual signal at 3.64 ppm belongs to CH2 protons of ethanol. Spectra acquired at 800 MHz. 

Note that a partially overlapping signal to the left of the H-1 of β-D-glucose was not excited and the 

protons of the glucose ring were assigned in a few minutes. Also noticeable is a remarkable 

suppression of the CH2
 
signals of ethanol.   

The last homonuclear experiment discussed is a 2D J-resolved experiment. J-resolved spectra have 

been used in the analysis of complex mixtures 
[62,63]

 due to their ability to resolve overlapping 

multiplets and expose the existence of very small coupling constants. Due to its simplicity, a 

magnitude mode 2D-J-resolved experiment 
[64]

 was selected and the developed signal suppression 

technique was implemented. High quality spectra were obtained revealing multiplets of numerous 

minor compounds. The solvent suppression was very efficient, as illustrated in Fig. 8a, where a 

region around the CH2 resonances of ethanol is displayed.  
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Fig. 8 - Magnitude mode 2D J-resolved spectrum of Scotch Whisky sample S14-1941 (a) region around the CH2 signal of 

ethanol (b) aromatic region. The spectrum was tilted and symmetrised in F1. Vertical dotted lines have been added to a) to 

highlight the resolution in F2 obtained. The multiplets labelled with an asterisk in b) belong to signals that are at the noise 

level in the 1D spectrum. The inset in b) shows the multiplet of a signal at 8.13 ppm that is unresolved in the 1D spectrum.  

Here, many minor signals are clearly resolved with only a 40 Hz wide strip lost to the t1 noise of 

ethanol signal. Note the partially overlapping triplet to the right of the CH2 signal of ethanol that is 

well resolved in the J-resolved spectrum.  The aromatic region of the spectrum (Fig. 8b) revealed 

valuable details of signals that were at the noise level in the 1D NMR spectrum. In addition, the 

magnetic field inhomogeneity compensating capacity of J-resolved spectra uncovered splittings that 

are very valuable in establishing the identity of signals (see the inset in Fig. 8b).  

Heterocorrelated experiments 

Reflecting the 1% natural abundance of 
13

C, heterocorrelated spectra of Scotch Whisky will only 

show the more abundant compounds present. This simplification, together with access to 
13

C 

chemical shifts and heteronuclear connectivity, makes these experiments very powerful, assisting 

significantly with unambiguous compound identification. The challenge associated with these 

experiments again is the solvent suppression, this time of both 
12

C and 
13

C isotopomers of ethanol. 

Insufficient suppression of the former can lead to excessive t1 ridges; while the failure to suppress 

the latter would produce very strong ethanol cross peaks obscuring the signals of interest.  

When implemented into standard Bruker pulse programs (see Materials and Methods), the 

proposed solvent suppression produced excellent results. No additional measures were required for 

the HSQC and HSQC-TOCSY experiments, while additional solvent suppression was implemented into 

the HMBC pulse sequence. Partial spectra for all three methods displaying the aliphatic region are 

shown in Fig. 9. 
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Fig. 9 - Partial 2D 
1
H, 

13
C correlated spectra of Scotch Whisky S14-1941 (a) HSQC, (b) HSQC-TOCSY and (c) HMBC showing 

the low ppm aliphatic region. 1D spectra are shown at the top, while projections are presented on the left-hand side of the 

spectra. Signals close to CH3 protons of ethanol in both the 
12

C and 
13

C isotopomers are circled in the HSQC spectrum. While 

the residual CH2
 
cross peak of ethanol is a singlet in (a) and (b), it appears as a 

1
JCH doublet in (c) as 

13
C decoupling is not 

applied here. Rows taken at δ (
13

C) = 11.22 ppm highlighted by arrows are presented at the bottom of the spectra.
 

In all cases, the t1-noise is below the intensity of most of the cross peaks signals. The rudimentary 

decoupling of satellite signals reduced the ethanol cross peaks dramatically; nevertheless, these still 

are the most intense signals in the HSQC and HSQC-TOCSY spectra.  At the same time, this method 

allowed for the observation of signals that are very close, or even overlap, with the signals of 
12

C and 
13

C isotopomers of the protons of ethanol. 2D CT-HMBC required minor modification to improve the 

solvent suppression due to the relaxation effects during the long-range proton-carbon coupling 

evolution interval. During this interval, which could be up to 100 ms, a CW presaturation of water 

and CH2 signals at low power was applied improving their suppression.   

Conclusions 

We have presented a simple and robust solvent suppression technique that enables acquisition of 

high quality NMR spectra of alcoholic beverages on cryoprobe instruments and applied it to acquire 

1D and 2D NMR spectra of Scotch Whisky. The method uses three channels to suppress signals of 

water and ethanol, including those of 
13

C satellites of ethanol. It is based around the well-established 

1D NOESY solvent suppression technique and suppresses the solvent at the beginning of the pulse 

sequence, producing pure phase signals minimally affected by the relaxation. The acquisition of 1D 
1
H spectra is executed in automation allowing high throughput characterisation of Scotch Whisky. 

The developed solvent suppression was used to modify several homo- and heterocorrelated 2D NMR 

experiments that provide a wealth of information and will assist in the structure elucidation of 

Scotch Whisky compounds, and generally the characterisation of alcoholic beverages in their native 

form.  

 

Acknowledgements 
The authors would like to thank Juraj Bella and Lorna Murray for their training and maintenance of 

the NMR facility, Boris Mitrovic for scripting for automation, and Josephine Douglas and Xu Zhang 

for initial analysis of spectra. Support and funding was provided by the Scotch Whisky Research 

Institute and BBSRC; project reference BB/L016311/1. 

 

Page 16 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

17 

 

References 
[1]  P. Bendig, K. Lehnert, W. Vetter. Quantification of bromophenols in Islay whiskies. J. Agric. 

Food Chem. 2014, 62, 2767. 

[2]  B. Harrison, O. Fagnen, F. Jack, J. Brosnan. The Impact of Copper in Different Parts of Malt 

Whisky Pot Stills on New Make Spirit Composition and Aroma. J. Inst. Brew. 2011, 117, 106. 

[3]  H. L. Riffkin, R. Wilson, D. Howie, S. B. Muller. Ethyl carbamate formation in the production 

of pot still whisky. J. Inst. Brew. 1989, 95, 115. 

[4]  Z. Jiao, Y. Dong, Q. Chen. Ethyl carbamate in fermented beverages: Presence, analytical 

chemistry, formation mechanism, and mitigation proposals. Compr. Rev. Food Sci. Food Saf. 

2014, 13, 611. 

[5]  Y. B. Monakhova, T. Kuballa, D. W. Lachenmeier. Rapid Quantification of Ethyl Carbamate in 

Spirits Using NMR Spectroscopy and Chemometrics. ISRN Anal. Chem. 2012, 2012, 1. 

[6]  W. M. MacKenzie, R. I. Aylott. Analytical strategies to confirm Scotch whisky authenticity. 

Analyst 2004, 129, 607. 

[7]  I. G. Parker, S. D. Kelly, M. Sharman, M. J. Dennis, D. Howie. Investigation into the use of 

carbon isotope ratios (13C/12C) of Scotch whisky congeners to establish brand authenticity 

using gas chromatography-combustion-isotope ratio mass spectrometry. Food Chem. 1998, 

63, 423. 

[8]  J. S. Garcia, B. G. Vaz, Y. E. Corilo, C. F. Ramires, S. A. Saraiva, G. B. Sanvido, E. M. Schmidt, D. 

R. J. Maia, R. G. Cosso, J. J. Zacca, M. N. Eberlin. Whisky analysis by electrospray ionization-

Fourier transform mass spectrometry. Food Res. Int. 2013, 51, 98. 

[9]  J. Pryde, J. Conner, F. Jack, M. Lancaster, L. Meek, R. Paterson, G. Steele, F. Strang, J. Woods, 

J. I. Brew. Sensory and Chemical Analysis of “ Shackleton ” s ’ Mackinlay Scotch Whisky. J. Inst. 

Brew. 2011, 117, 156. 

[10]  A. C. McIntyre, M. L. Bilyk, A. Nordon, G. Colquhoun, D. Littlejohn. Detection of counterfeit 

Scotch whisky samples using mid-infrared spectrometry with an attenuated total reflectance 

probe incorporating polycrystalline silver halide fibres. Anal. Chim. Acta 2011, 690, 228. 

[11]  W. Meier-Augenstein, H. F. Kemp, S. M. L. Hardie. Detection of counterfeit scotch whisky by 

2H and 18O stable isotope analysis. Food Chem. 2012, 133, 1070. 

[12]  P. Wiśniewska, T. Dymerski, W. Wardencki, J. Namieśnik. Chemical composition analysis and 

authentication of whisky. J. Sci. Food Agric. 2015, 95, 2159. 

[13]  Scotch Whisky Association. The Scotch Whisky Regulations 2009 Guidance for Producers and 

Bottlers. Regulation 2009. 

[14]  R. Aylott, Whisky analysis, in Whisky, (Eds: I. Russell, G. Stewart). Academic Press, Oxford, 

2014, pp. 243–270. 

[15]  W. Kew, I. Goodall, D. Clarke, D. Uhrín. Chemical Diversity and Complexity of Scotch Whisky 

as Revealed by High-Resolution Mass Spectrometry. J. Am. Soc. Mass Spectrom. 2017, 28, 

200. 

[16]  M. Piotto, V. Saudek, V. Sklenář. Gradient-tailored excitation for single-quantum NMR 

spectroscopy of aqueous solutions. J. Biomol. NMR 1992, 2, 661. 

[17]  T. L. Hwang, A. J. Shaka. Water Suppression That Works. Excitation Sculpting Using Arbitrary 

Page 17 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

18 

 

Wave-Forms and Pulsed-Field Gradients. J. Magn. Reson. Ser. A 1995, 112, 275. 

[18]  A. M. Kellerman, T. Dittmar, D. N. Kothawala, L. J. Tranvik. Chemodiversity of dissolved 

organic matter in lakes driven by climate and hydrology. Nat. Commun. 2014, 5, 1. 

[19]  R. W. Adams, C. M. Holroyd, J. A. Aguilar, M. Nilsson, G. A. Morris. “Perfecting” WATERGATE: 

clean proton NMR spectra from aqueous solution. Chem Commun 2013, 49, 358. 

[20]  M. Spraul, U. Braumann, M. Godejohann, M. Hofmann, Hyphenated methods in NMR, in 

Magnetic Resonance in Food Science. Royal Society Of Chemistry, Cambridge, 2001, pp. 54–

66. 

[21]  J. C. Lindon, J. K. Nicholson, I. D. Wilson. Directly coupled HPLC–NMR and HPLC–NMR–MS in 

pharmaceutical research and development. J. Chromatogr. B Biomed. Sci. Appl. 2000, 748, 

233. 

[22]  G. Lippens, C. Dhalluin, J. M. Wieruszeski. Use of a water flip-back pulse in the homonuclear 

NOESY experiment. J. Biomol. NMR 1995, 5, 327. 

[23]  O. Cloarec, M. E. Dumas, J. Trygg, A. Craig, R. H. Barton, J. C. Lindon, J. K. Nicholson, E. 

Holmes. Evaluation of the orthogonal projection on latent structure model limitations caused 

by chemical shift variability and improved visualization of biomarker changes in 1H NMR 

spectroscopic metabonomic studies. Anal. Chem. 2005, 77, 517. 

[24]  S. Ravanbakhsh, P. Liu, T. C. Bjorndahl, R. Mandal, J. R. Grant, M. Wilson, R. Eisner, I. 

Sinelnikov, X. Hu, C. Luchinat, R. Greiner, D. S. Wishart. Correction: Accurate, Fully-

Automated NMR Spectral Profiling for Metabolomics. PLoS One 2015, 10, e0132873. 

[25]  J. L. Griffin, R. F. Shore, Applications of Metabonomics Within Environmental Toxicology, in 

The Handbook of Metabonomics and Metabolomics. Elsevier, 2007, pp. 517–532. 

[26]  H. Kovacs, D. Moskau, M. Spraul. Cryogenically cooled probes - A leap in NMR technology. 

Prog. Nucl. Magn. Reson. Spectrosc. 2005, 46, 131. 

[27]  R. Freeman, T. H. Mareci, G. A. Morris. Weak satellite signals in high-resolution NMR spectra: 

Separating the wheat from the chaff. J. Magn. Reson. 1981, 42, 341. 

[28]  A. J. Shaka, R. Freeman. Selective excitation of proton spectra by polarization transfer from 

an adjacent carbon site. J. Magn. Reson. 1982, 50, 502. 

[29]  M. H. LEVITT, R. FREEMAN, T. FRENKIEL, Broadband Decoupling in High-Resolution Nuclear 

Magnetic Resonance Spectroscopy, in Advances in Magnetic Resonance. ACADEMIC PRESS, 

INC., 1983, pp. 47–110. 

[30]  R. Tycko, A. Pines, J. Guckenheimer. Fixed point theory of iterative excitation schemes in 

NMR. J. Chem. Phys. 1985, 83, 2775. 

[31]  A. J. Shaka, C. J. Lee, A. Pines. Iterative schemes for bilinear operators; application to spin 

decoupling. J. Magn. Reson. 1988, 77, 274. 

[32]  V. V. Krishnamurthy. Application of Semi-Selective Excitation Sculpting for Homonuclear 

Decoupling During Evolution in Multi-Dimensional NMR. Magn. Reson. Chem. 1997, 35, 9. 

[33]  M. J. Thrippleton, J. Keeler. Elimination of Zero-Quantum Interference in Two-Dimensional 

NMR Spectra. Angew. Chemie Int. Ed. 2003, 42, 3938. 

[34]  P. T. Robinson, T. N. Pham, D. Uhrín. In phase selective excitation of overlapping multiplets 

by gradient-enhanced chemical shift selective filters. J. Magn. Reson. 2004, 170, 97. 

Page 18 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

19 

 

[35]  A. G. Palmer, J. Cavanagh, P. E. Wright, M. Rance. Sensitivity improvement in proton-

detected two-dimensional heteronuclear correlation NMR spectroscopy. J. Magn. Reson. 

1991, 93, 151. 

[36]  L. E. Kay, P. Keifer, T. Saarinen. Pure Absorption Gradient Enhanced Heteronuclear Single 

Quantum Correlation Spectroscopy with Improved Sensitivity. J. Am. Chem. Soc. 1992, 10663. 

[37]  R. Garrett, B. G. Vaz, A. M. C. Hovell, M. N. Eberlin, C. M. Rezende. Arabica and Robusta 

Coffees: Identification of Major Polar Compounds and Quantification of Blends by Direct-

Infusion Electrospray Ionization–Mass Spectrometry. J. Agric. Food Chem. 2012, 60, 4253. 

[38]  J. Schleucher, M. Schwendinger, M. Sattler, P. Schmidt, O. Schedletzky, S. J. Glaser, O. W. 

Sørensen, C. Griesinger. A general enhancement scheme in heteronuclear multidimensional 

NMR employing pulsed field gradients. J. Biomol. NMR 1994, 4, 301. 

[39]  W. Willker, D. Leibfritz, R. Kerssebaum, W. Bermel. Gradient selection in inverse 

heteronuclear correlation spectroscopy. Magn. Reson. Chem. 1993, 31, 287. 

[40]  C. Zwahlen, P. Legault, S. J. F. Vincent, J. Greenblatt, R. Konrat, L. E. Kay. Methods for 

Measurement of Intermolecular NOEs by Multinuclear NMR Spectroscopy: Application to a 

Bacteriophage λ N-Peptide/ boxB RNA Complex. J. Am. Chem. Soc. 1997, 119, 6711. 

[41]  R. D. Boyer, R. Johnson, K. Krishnamurthy. Compensation of refocusing inefficiency with 

synchronized inversion sweep (CRISIS) in multiplicity-edited HSQC. J. Magn. Reson. 2003, 165, 

253. 

[42]  T. D. W. Claridge, I. Pérez-Victoria. Enhanced 13 C resolution in semi-selective HMBC: a band-

selective, constant-time HMBC for complex organic structure elucidation by NMR. Org. 

Biomol. Chem. 2003, 1, 3632. 

[43]  D. O. Cicero, G. Barbato, R. Bazzo. Sensitivity Enhancement of a Two-Dimensional 

Experiment for the Measurement of Heteronuclear Long-Range Coupling Constants, by a New 

Scheme of Coherence Selection by Gradients. J. Magn. Reson. 2001, 148, 209. 

[44]  M. W. Voehler, G. Collier, J. K. Young, M. P. Stone, M. W. Germann. Performance of 

cryogenic probes as a function of ionic strength and sample tube geometry. J. Magn. Reson. 

2006, 183, 102. 

[45]  A. J. Charlton, M. Harrison, G. Venditti, I. Goodall, Chapter 80 A predictive model for 

authenticating Scotch whisky using H Nuclear Magnetic Resonance ( NMR ) spectroscopy and 

chemometrics, in Distilled Spirits. 2015, pp. 393–396. 

[46]  C. Dalvit, G. Shapiro, J.-M. Böhlen, T. Parella. Technical aspects of an efficient multiple 

solvent suppression pulse sequence. Magn. Reson. Chem. 1999, 37, 7. 

[47]  R. J. Ogg, R. B. Kingsley, J. S. Taylor. WET, a T1- and B1-Insensitive Water-Suppression 

Method for in Vivo Localized 1H NMR Spectroscopy. J. Magn. Reson. Ser. B 1994, 104, 1. 

[48]  S. H. Smallcombe, S. L. Patt, P. A. Keifer. WET Solvent Suppression and Its Applications to LC 

NMR and High-Resolution NMR Spectroscopy. J. Magn. Reson. Ser. A 1995, 117, 295. 

[49]  C. Fotakis, M. Zervou. NMR metabolic fingerprinting and chemometrics driven authentication 

of Greek grape marc spirits. Food Chem. 2016, 196, 760. 

[50]  P. S. C. Wu, G. Otting. SWET for Secure Water Suppression on Probes with High Quality 

Factor. J. Biomol. NMR 2005, 32, 243. 

[51]  R. T. Mckay. How the 1D-NOESY suppresses solvent signal in metabonomics NMR 

Page 19 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60



For Peer Review

20 

 

spectroscopy: An examination of the pulse sequence components and evolution. Concepts 

Magn. Reson. Part A 2011, 38A, 197. 

[52]  Y. B. Monakhova, H. Schäfer, E. Humpfer, M. Spraul, T. Kuballa, D. W. Lachenmeier. 

Application of automated eightfold suppression of water and ethanol signals in 1H NMR to 

provide sensitivity for analyzing alcoholic beverages. Magn. Reson. Chem. 2011, 49, 734. 

[53]  R. Ragone, P. Crupi, S. Piccinonna, C. Bergamini, F. Mazzone, F. P. Fanizzi, F. P. Schena, D. 

Antonacci. Classification and chemometric study of Southern Italy monovarietal wines based 

on NMR and HPLC-DAD-MS. Food Sci. Biotechnol. 2015, 24, 817. 

[54]  E. Kupce, R. Freeman. Close Encounters between Soft Pulses. J. Magn. Reson. Ser. A 1995, 

112, 261. 

[55]  D. Shishmarev, G. Otting. Radiation damping on cryoprobes. J. Magn. Reson. 2011, 213, 76. 

[56]  T. Parella, J. Belloc. Gradient-enhanced 1D HMQC- and HSQC-relayed experiments with 

maximum sensitivity. Magn. Reson. Chem. 2001, 39, 311. 

[57]  G. a. Morris, R. Freeman. Enhancement of nuclear magnetic resonance signals by 

polarization transfer. J. Am. Chem. Soc. 1979, 101, 760. 

[58]  K. Mizuno, Y. Miyashita, Y. Shindo, H. Ogawa. NMR and FT-IR Studies of Hydrogen Bonds in 

Ethanol-Water Mixtures. J. Phys. Chem. 1995, 99, 3225. 

[59]  A. Nose, M. Hojo. Hydrogen bonding of water-ethanol in alcoholic beverages. J. Biosci. 

Bioeng. 2006, 102, 269. 

[60]  M. Matsugami, R. Yamamoto, T. Kumai, M. Tanaka, T. Umecky, T. Takamuku. Hydrogen 

bonding in ethanol–water and trifluoroethanol–water mixtures studied by NMR and 

molecular dynamics simulation. J. Mol. Liq. 2016, 217, 3. 

[61]  D. L. Mattiello, Warren, L. Mueller, B. T. Farmer. Minimizing the Water Resonance in 

Biological NMR: Characterization and Suppression of Intermolecular Dipolar Interactions by 

Multiple-Axis Gradients. J. Am. Chem. Soc. 1996, 118, 3253. 

[62]  J. Kikuchi, Y. Tsuboi, K. Komatsu, M. Gomi, E. Chikayama, Y. Date. SpinCouple: Development 

of a Web Tool for Analyzing Metabolite Mixtures via Two-Dimensional J -Resolved NMR 

Database. Anal. Chem. 2016, 88, 659. 

[63]  R. Novoa-Carballal, E. Fernandez-Megia, C. Jimenez, R. Riguera. NMR methods for unravelling 

the spectra of complex mixtures. Nat. Prod. Rep. 2011, 28, 78. 

[64]  A. Kumar. Two-dimensional spin-echo NMR spectroscopy: A general method for calculation 

of spectra. J. Magn. Reson. 1978, 30, 227. 

 

Page 20 of 20

Wiley - UK

Magnetic Resonance in Chemistry

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60


