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Reduced expression of hMLH1 and hMSH?2
gene products in high-grade hepatocellular
carcinoma.”

Yoji Wani, Kenji Notohara, Choutatsu Tsukayama, and Shigeru Okada

Abstract

We performed an immunohistochemical analysis of 2 major DNA mismatch repair proteins,
human Mut L. homologue-1 (hMLH1) and human Mut S homologue-2 (hMSH2), in hepatocel-
lular carcinoma (HCC) using 33 biopsied and 58 surgically resected specimens, as well as 30
samples from non-cancerous livers. In well-differentiated HCCs, the immunoreactivity for these
antigens was well preserved, and the staining intensity was stronger compared to the surrounding
liver tissues. However, among 41 moderately-differentiated and 9 poorly-differentiated HCCs of
the resected cases, h(MLH1- and hMSH2-positive cells were significantly reduced in 19 (38%) and
9 (18%) cases, respectively. In 9 resected tumors, the expression of both of these antigens was
reduced. Moreover, in 41 tumors of differing histological grades, 10 and 5 tumors for h(MLH1 and
hMSH?2, respectively, contained a less-differentiated area with a reduced number of immunore-
active cells. The samples from non-cancerous biopsied liver and fetal autopsy tissue were well
immunostained for both hMLH1 and hMSH2. We confirmed in this series that the hMLH1 and
hMSH?2 defect did commonly occur in high-grade HCCs, and that it might play a role in tumor
progression.

KEYWORDS: hepatocellular carcinoma, human Mut L homologue-1(hMLH1), human Mut S
homologue-2(hMS?2), mismatch repair proteins, immunohistochemistry
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Reduced Expression of hMLH1 and hMSH2 Gene Products
in High-Grade Hepatocellular Carcinoma
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We performed an immunohistochemical analysis of 2 major DNA mismatch repair proteins, human
Mut L homologue-1 (hMLH1) and human Mut S homologue-2 (hMSH2), in hepatocellular carcinoma
(HCC) using 33 biopsied and 58 surgically resected specimens, as well as 30 samples from non-
cancerous livers. In well-differentiated HCCs, the immunoreactivity for these antigens was well
preserved, and the staining intensity was stronger compared to the surrounding liver tissues.
However, among 41 moderately-differentiated and 9 poorly-differentiated HCCs of the resected
cases, h(MLH1- and hMSH2-positive cells were significantly reduced in 19 (38%) and 9 (18%) cases,
respectively. In 9 resected tumors, the expression of both of these antigens was reduced. Moreover,
in 41 tumors of differing histological grades, 10 and 5 tumors for hMLH1 and hMSH2, respectively,
contained a less-differentiated area with a reduced number of immunoreactive cells. The samples
from non-cancerous biopsied liver and fetal autopsy tissue were well immunostained for both hMLH1
and hMSH2. We confirmed in this series that the hMLH1 and hMSH2 defect did commonly occur
in high-grade HCCs, and that it might play a role in tumor progression.

Key words: hepatocellular carcinoma, human Mut L. homologue-1 (h(MLLH1), human Mut S homologue-2 (hMSH2),
mismatch repair proteins, immunohistochemistry

M icrosatellite instability (MSI) is a marker of defec-
tive mismatch repair (MMR). MSI occurs in
hereditary non-polyposis colorectal carcinoma (HNPCC)-
associated tumors [1], in sporadic cases of gastrointesti-
nal carcinoma [2] and in other tumors [3, 4]. Tt is
currently considered to represent an alternative pathway
of carcinogenesis (so-called mutation pathway) driven by
the defects of MMR genes, as opposed to the tumor-
suppressor pathway causing mutations of key proto-
oncogenes and inactivation of tumor-suppressor genes
[5]. The DNA MMR system is a group of proteins that
repair short DNA duplex loops and nucleotide base
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mismatches in DNA synthesis. Of the MMR genes,
human Mut L. homologue-1 (h(MLH1) and human Mut S
homologue-2 (hMSH2) are most frequently affected by
germline mutations in HNPCC, and their functional loss
is believed to promote tumor development.

MSI analyses of hepatocellular carcinoma (HCC) have
shown conflicting results among authors. Some authors
have described infrequency of MSI [6-8], while others
have noted that it occurred commonly, up to 63% in the
cases examined [9-11]. One of the latter series [10]
further pointed out that loss of heterozygosity at the
microsatellites linked to hMLH1 and/or hMSH2 was
important in hepatocarcinogenesis. Yano ef al [12] also
demonstrated in a sequential analysis that point mutations
of the hMSH2 gene were identified in 7 of 38 HCCs.
These studies indicate that MMR genes, as well as MSI,
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may play a role in hepatocarcinogenesis.
Immunohistochemical defects of hMLLH1 or hMSH2

are now recognized as a sign of MSI-high, having

confirmed by the comparison of immunohistochemical and
cytogenetic studies in colon carcinoma [13, 14], en-
dometrial carcinoma [15], and medullary carcinoma of
the pancreas [16]. Compared to cytogenetic study for
MSI, immunohistochemical study could reveal the foci of
negative staining, where the results could be easily cor-
related with histomorphological features. Conversely,
such focal events might be missed in cytogenetic study for
MSI. Moreover, a large number of tumors could be
easily estimated immunohistochemically with the antisera
against hMLLH1- and hMSH2 that work on formalin-fixed,
paraffin-embedded sections.

In the present study, we performed an immunchisto-
chemical analysis for hMLLH1 and hMSH2 proteins in
HCC, which, to our knowledge, has never been perform-
ed so far.

Materials and Methods

Tissue specimens. Seventy-one surgically
resected and 38 biopsied HCCs were retrieved from the
files of the Department of Pathology, Kurashiki Central
Hospital, Kurashiki, and the Department of Clinical
Pathology, Kurashiki Medical Center, Kurashiki. All
tumors were fixed in formalin, and embedded in paraffin.
For each case, hematoxylin-eosin-stained sections were
available, and reviewed by 2 of the authors (W.Y., N.K.).
Tumors were histologically classified as well-differentiated
HCC (WHCC), moderately-differentiated HCC (mHCC)
and poorly-differentiated HCC (pHCC), according to the
classification of Liver Cancer Study Group of Japan
[17]. Representative tumor grade was defined as the
most prevalent component in the tumor, as recommended
in the classification system. However, mosaic patterns
with multiple histological grades were often noted in these
specimens, and each HCC nodule was further divided into
2 categories as follows: simple tumor, which contained
only one histological grade, and complex tumor, which
was composed of more than one histological grade.
Clinical data were available from the patient records.

Five biopsy cases and 13 resected tumors were
deleted from the study, according to the criteria for
suboptimal staining of the internal positive controls
mentioned in detail below. Thus 33 biopsied tissues and
58 resected tumors remained for analysis. The patients in
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the biopsy series consisted of 21 males and 12 females,
and their ages ranged from 40 to 77 years (mean 65.3).
These tumors consisted of 28 wHCCs and 5 mHCCs.
Three cases exhibited complex tumors (2 wHCC with
mHCC and 1 mHCC with pHCC). HBV and HCV
infections were found in 3 and 24 patients, respectively,
and one patient had been infected with both viruses. Two
had alcoholic hepatitis.

The patients in the surgically resected series consisted
of 45 males and 13 females, and their ages were distribut-
ed from 43 to 81 years (mean: 62.7). This group was
comprised of 8 wHCCs, 41 mHCCs and 9 pHCCs.
HBYV and HCV infections were found in 15 and 38 cases,
respectively. One patient had alcoholic hepatitis.

Twenty-four samples of adult non-cancerous liver
tissues and 6 fetal liver tissues were also retrieved for
comparison. The former included 9 examples of acute
hepatitis, 5 of HCV-related hepatitis, 4 of alcoholic hepa-
titis, and one each of autoimmune hepatitis, fatty liver,
sarcoidosis, systemic lupus erythematosus, idiopathic
portal hypertension, and a hyperplastic nodule. The
patients consisted of 11 males and 13 females between 34
and 71 years of age (mean: 51). The latter group was
comprised of autopsy cases at 17, 19, 21, 23, 28 and 30
weeks of gestation, except for one, which was resected
due to ectopic tubal pregnancy at 8 weeks. None of 6
cases showed morphological abnormalities of the liver.

Immunohistochemistry. Immunohisto-
chemical staining was performed manually with formalin-
fixed, paraffin-embedded tissue sections using the cata-
lyzed signal amplification (CSA) system (DAKO Japan,
Kyoto, Japan) with appropriate positive and negative
controls. Tissues were sectioned at 4um. After
deparaffinization and rehydration in xylene and gradient
alcohols, slides were rinsed in 10mM citrate buffer (pH,
6.0) and irradiated in a microwave oven (500 W) for 17
min for antigen retrieval. For hMLH1, sections were
further sonicated for 2 min in an ultrasonic cleaner after
cooling down at room temperature for 15 min. After
cooling down at room temperature, endogeneous perox-
idase activity was blocked using 3% of hydrogen peroxide
in phosphate-buffered saline (pH 7.4). Sections were then
incubated overnight with mouse monoclonal antibodies
against hMLH1 protein (1:100; PharMingen, San
Diego, CA, USA) [13-16] and hMSH2 protein (1:100;
Oncogene Research product, Cambridge, MA, USA)
[13, 14, 16, 18]. Diaminobenzidine was adopted as a
chromogen, and the slides were counterstained with
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hematoxylin,

Grading of immunostaining. Only cases
with appropriate staining of the internal positive controls,
such as lymphocytes and stromal cells, adjacent to or
admixed in tumors, were considered suitable for evalua-
tion.

The immunostaining was scored semiquantitatively by
2 of the authors (W.Y., N.K.) using — through ++
scales as follows; — for negative stain, + for less than
25% of reactive cells; ++ for more than 25% of
positive cells. We described — and + as ‘reduced’
and ++ as ‘preserved’ as previously described (19].

Statistical analysis. The x-square test was
used to determine whether MMR protein expression
differed significantly between HCC grades.

Results

Only nuclear immunostaining for hMLH1 or hMSH2
was considered positive in this study. Intracytoplasmic
staining was neglected because it was also observed in
negative control slides. The latter is probably due to
enhanced reaction against endogenous biotin, which could
often be noted with the CSA system.

Tumor biopsy specimens. Reduction of both
hMLH1- and hMSH2-positive cells was found in 3 of 5
mHCCs, while, in 28 wHCCs, most of the tumor cells
were immunostained for both the antigens (Table 1, Fig,
1 A-C). Among 3 complex tumors, one wHCC with
focal mHCC showed significant reduction of hMSH2-
positive cells in the mHCC area. The staining intensity
for these antigens was sometimes stronger in wHCC,
compared to the surrounding non-cancerous tissues.

Surgically resected specimens. In 8
wHCCs, reduction of hMLLH1- and hMSH2-positive cells
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was noted only in 2 and 1 tumors, respectively (Table 2,
Fig. 1 D-F). Among 50 tumors consisting of 41 mHCCs
and 9pHCCs, however, 19 (38%) and 9 (18% ) tumors
possessed reduced numbers of positive cells for hMLLH1
and hMSH2, respectively. These rates were significantly
higher compared with those of the wHCCs (P < 0.01).
In 9 tumors, including 1 wHCC, 7 mHCCs and 1
pHCCs, positive cells were reduced for both hML.H1 and
hMSH2.

Table 3 shows the immunohistochemical features of
the 41 complex tumors. Although, in most cases, the
immunohistochemical status was consistent throughout
the whole tumor, 10 and 5 tumors for hMLH1 and
hMSH2, respectively, contained a less-differentiated area
with a reduced number of immunoreactive cells (Fig. 2,
A-D). The reverse immunoreactivity, with an increased
number of positive cells in a less-differentiated area, was
exceptional for both hMLLH1 and hMSH2. The staining
intensity for both h(MLLH1 and hMSH2 appeared stronger
in the tumors, especially in wHCC, compared with non-
cancerous tissues. This was confirmed through observing
the areas where the 2 components apposed each other,
and positive control tissues including lymphocytes and
stromal cells, were properly stained. In some areas,
however, the immunoreactivity of non-cancerous tissues,
including internal positive controls, were too weakly im-
munostained to make the comparison unequivocal.

Non-cancerous specimens. Regardless of his-
tological diagnoses, all of 24 cases were positive for both
hMLH1 and hMSH2, although the ratio of positive cells
and staining intensity were variable. HCV-related hepati-
tis tended to express more intense staining than did other
lesions, but it was unrelated to the activity or chronicity
of the inflaimmation. Both hMLLH1 and hMSH2 were
diffusely positive in every fetal liver. In cases at 28 and 30

Table | Immunohistochemical results of hepatocellular carcinoma Table 2 Immunohistochemical results of hepatocellular carcinoma
in the biopsy materials in the surgically resected materials
Histological hMLHI hMSH2 hMLH| hMSH2
grade e ++ o+ -+ o+ =
wHCC (n = 28) 28 0 0 28 0 0 wHCC (n—=38) 6 | | 7 | 0
mHCC (n =5) 2 0 3 2 | 2 mHCC (n = 41) 24 15 2 34 5 2
pHCC (n=19) 7 2 0 7 2 0

wHCC, well-differentiated hepatocellular carcinoma; mHCC, moder-
ately-differentiated hepatocellular carcinoma.

-+ +, more than 25% positive cells; +, less than 25% positive
cells; —, negative.
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pHCC, poorly differentiated hepatocellular carcinoma.
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Fig. | A-C, a representative example of well-differentiated hepatocellular carcinoma in biopsy specimen. Tumor with scarce cellular and
structural atypia and focally increased cellularity (A, hematoxylin-eosin stain). Immunohistochemical staining for h(MLHI (B) and hMSH2 (C)
exhibits diffuse and strong nuclear positivity. D-F, moderately-differentiated hepatocellular carcinoma in a surgically resected material. Tumor
with obvious cellular atypia and thick trabecular pattern (D, hematoxylin-eosin stain). Both hMLHI (E) and hMSH2 (F) are clearly stained in
the nuclei of carcinoma cells.

A surgical example of complex tumor. A, B, well-differentiated area. Tumor with increased cellularity and minimal cytologic atypia
(A,hematoxylin-eosin stain). Immunostaining for h(MSH2, showing diffuse nuclear positivity (B). C, D, poorly-differentiated focus. Tumor cells

with anaplasia (C, hematoxylin-eosin stain). Negative reaction for hMSH2 (D).
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Table 3  Comparison of immunoreactivity among foci with different histological grades in the complex tumors
Histological hMLHI hMSH2
grades found wHCC mHCC pHCC NOC wHCC mHCC pHCC NOC
wHCC + mHCC O O O 2 O O O 5
+ pHCC (n=8) O O o I O o O 2
O | o | o o  J I
[ O [ [
o o [ 3
wHCC + mHCC @) O 9 O O 15
(n=19) @) o 3 O o 3
o o 7 o o |
mHCC + pHCC O O 6 O O 9
(n=14) O { 5 O o 2
® o 3 o @ 3

The open circle () and closed circle (@) represent more than 25% of positive cells (+ 1) and less than 25% of positive cells (+ or —),

respectively, in the given histological grade area.
NOC, number of cases.

weeks, the number of positive cells was more reduced
than in others.

Discussion

To date, so far as we know, immunohistochemical
studies of the MMR gene products have never been
performed in HCC. In the present series, we clarified
that the expression of h(MLLH1 and hMSH2 in wHCC was
consistent and was often more intensified than in the
adjacent liver tissues. We also identified that it was often
reduced in mHCCs and pHCCs (38% and 18% for
hMIH1 and hMSH2, respectively, in the resected sam-
ples), and that 9 (16%) of the 58 resected tumors had a
reduced number of positive cells for both hMLLH1 and
hMSH2.

We considered that the enhanced expression of
hMLH1 and hMSH2 in HCC is an upregulation caused
by increased cell proliferation. Similar features had been
observed in breast cancer, in which hMSH2 immuno-
reactivity was stronger in comparison with surrounding
non-cancerous tissue [20]. Regarding liver cells,
hMSH?2 expression is consistent in fetal cell lines [21,
22], and we confirmed this immunohistochemically using
autopsy tissues. However, this is not a feature of adult
cell lines [21]. In the normal colonic epithelia, the im-
munoexpression of these MMR gene products are always
found in the lower thirds of the crypts, where the cell
proliferation is physically continuing [13]. Moreover,
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Marra et ol directly demonstrated that hMSH2 expres-
sion obviously increased in proliferating cells [23].
These facts strongly suggest that the MMR gene prod-
ucts are upregulated in actively proliferating cells, where-
as it might be absent or minimal in mitotically quiescent
cells, such as adult hepatocytes.

We identified that MMR gene products were often
reduced in mHCCs and pHCCs (38% and 18% for
hMLH1 and hMSH2, respectively, in the resected sam-
ples) compared with those seen in wHCC. This is in
concordance with the report of Kondo e al [24], who
described cytogenetically that 4 out of 38 HCCs had a
replication error in 1 or 2 microsatellite markers, and that
these were all pHCCs. We further demonstrated that this
defect might play a role in the tumor progressions,
because it sometimes appeared at high-grade foci in
otherwise well-immunostained tumors. Our series also
revealed that 9 (16%) of the 58 resected tumors had a
reduced number of positive cells for both hMLLH1 and
hMSH2. This is difficult to explain solely in terms of
coincidental mutations of both the hMILH1 and hMSH2
genes, and might be attributed to enhanced hypermethyla-
tion of gene promoters. Further cytogenetic studies are
mandatory to prove this speculation.

The immunohistochemical defect of hMLH1 and/or
hMSH2 has been described in advanced and poorly-
differentiated tumors in various organs. In colon car-
cinoma, 33% and 9% of the grade III tumors were
immunoreactive for hMLH1 and hMSH2, respectively,
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while in grades I and II cases, 67% and 91% of the
tumors were positive [13]. In breast carcinoma, de-
creased immunoreactivity for hMSH2 was more common
in invasive tumors, compared to in situ carcinomas [20],
and negative staining in invasive tumors further correlated
with higher histological grade, higher mitotic rate, and
positive lymph node status [25]. In bladder carcinoma,
reduced hMSH2 expression was more common in the
cases with higher histological grade and tumor recurrence
[19].

The status of MMR gene products is also a concern
in non-cancerous tissues surrounding HCC, because
HCC sometimes manifests multicentric tumors, and a
part of such tumors might arise in genetically modified
liver tissues. In fact, Salvucci et al reported that MSI
was frequent in cases of HBV-associated liver cirrhosis
[26]. We did find negative parenchyma in resected
specimens, but we cannot definitely assert its frequency.
Although we deleted those cases with suboptimal staining
that could cause serious problems for evaluating tumors,
so far as non-cancerous tissue was concerned, the adopt-
ed cases also showed focal suboptimal staining, such as
negative reactions in lymphocytes. This is probably due
to the artifacts during the surgical procedures, tissue
degeneration after resection, or inappropriate fixation.
The low transcription level in quiescent liver cells further
complicates the problem, because negative reaction in
hepatocytes might not always indicate a pathological state.
In many of these cases, consistently positive immunohis-
tochemical staining in the non-cancerous biopsy samples
might be attributable to the presence of an active
inflammatory process.

In summary, we have demonstrated immunohisto-
chemically that the intensity of HCC was more enhanced
than non-cancerous tissues and that the expression of
hMLH1 and hMSH2 was often reduced in mHCC and
pHCC, compared with wHCC. We also suggested that
this defect might play a role in tumor progression.

Acknowledgments. The authors thank Ms. Kyoumi Nakakuni, Mr.
Yasuhiko Kazahaya, Ms. Hiromi Koda, Mr. Hironori Kajitani, Ms. Yuri
Tamada, and Ms. Akemi Minamimoto for their technical assistance.

References

. Aaltonen LA, Peltomaki P, Leach FS, Sistonen P, Pylkkanen L, Meck-
lin JP, Jarvinen H, Powell SM, Jen J, Hamilton SR, Petersen GM,
Kinzler KW, Vogelstein B and Chapelie AL: Clues to the pathogenesis
of familial colorectal cancer. Science (1993) 260, 812-816.

http://escholarship.lib.okayama-u.ac.jp/amo/vol 55/iss2/2

14.

Acta Med. Okayama Vol. 55, No. 2

Liu B, Nicolaides NC, Markowitz S, Willson JK, Parsons RE, Jen J,
Papadopolous N, Peltomzki P, de la Chapelle A, Hamilton SR, Kinzler
KW and Vogelstein B: Mismatch repair gene defects in sporadic
colorectal cancers with microsatellite instability. Nat Genet (1995) 9,
48-55.

Han HJ, Yanagisawa A, Kato Y, Park JG and Nakamura Y: Genetic
instability in pancreatic cancer and poorly differentiated type of gastric
cancer. Cancer Res (1993) 53, 5087-5089.

Risinger JI, Berchuck A, Kohler MF, Watson P, Lynch HT and Boyd J:
Genetic instability of microsatellite in endometrial carcinoma. Cancer
Res (1993) 53, 5100-5103.

Karran P: Microsatellite instability and DNA mismatch repair in human
cancer. Semin Cancer Biol (1996) 7, 15-24.

Yamamoto H, ltoh F, Fukushima H, Kaneto H, Sasaki S, Ohmura T,
Satoh T, Karino Y, Endo T, Toyota J and Imai K: Infrequent wide-
spread microsatellite instability in hepatocellular carcinomas. Int J
Oncol (2000) 16, 543-547.

Sheu JC, Lin YW, Chou HC, Huang GT, Lee HS, Lin YH, Huang SY,
Chen CH, Wang JT, Lee PH, Lin JT, Lu FJ and Chen DS: Loss of
heterozygosity and microsatellite instability in hepatocellular car-
cinoma in Taiwan. Br J Cancer (1999) 80, 468-476.

Rashid A, Wang JS, Qian GS, Lu BX, Hamilton SR and Groopman JD:
Genetic alterations in hepatocellular carcinomas: Association between
loss of chromosome 4q and p53 gene mutations. Br J Cancer (1999)
80, 59-66.

Salvucci M, Lemoine A, Saffroy R, Azoulay D, Lepere B, Gaillard S,
Bismuth H, Reynes M and Debuire B: Microsatellite instability in
European hepatocellular carcinoma. Oncogene (1999) 18, 181-187.
Macdonald GA, Greenson JK, Saito K, Cherian SP, Appelman HD and
Boland CR: Microsatellite Instability and Loss of heterozygosity at DNA
Mismatch Repair Gene loci occurs during hepatic carcinogenesis.
Hepatology (1998) 28, 90-97.

Kazachkov Y, Yoffe B, Khaoustov VI, Solomon H, Klintmalm GB and
Tabor E: Microsatellite instability in human hepatocellular carcinoma:
Relationship to p53 abnormalities. Liver (1998) 18, 156-161.

Yano M, Asahara T, Dohi K, Mizuno T, lwamoto KS and Seyama T:
Close correlation between a p53 or h(MSH2 gene mutation in the tumor
and survival of hepatocellular carcinoma patients. Int J Oncol (1999)
14, 447-451.

Marcus VA, Madlensky L, Gryfe R, Kim H, So K, Millar A, Temple
LK, Hsieh E, Hiruki T, Narod S, Bapat BV, Gallinger S and Redston
M: Immunohistochemistry for hMLH| and hMSH2: A practical test for
DNA mismatch repair-deficient tumors. Am J Surg Pathol (1999) 23,
1248-1255.

Thibodeau SN, French AJ, Roche PC, Cunningham JM, Tester DJ,
Lindor NM, Moslein G, Baker SM, Liskay RM, Burgart LJ, Honchel R
and Halling KC: Altered expression of hMSH2 and hMLHI in tumors
with microsatellite instability and genetic alterations in mismatch
repair genes. Cancer Res (1996) 56, 4836-4840.

Staebler A, Lax SF and Ellenson LH: Altered expression of hMLHI
and hMSH2 protein in endometrial carcinomas with microsatellite
instability. Hum Pathol (2000) 31, 354-358.

Wilentz RE, Goggins M, Redston M, Marcus VA, Adsay NV, Sohn TA,
Kadkol SS, Yeo CJ, Choti M, Zahurak M, Johnson K, Tascilar M,
Offerhaus GJ, Hruban RH and Kern SE: Genetic, immunohisto-
chemical, and clinical features of medullary carcinoma of the pan-
creas: A newly described and characterized entity. Am J Pathol (2000)
156, 1641-1651.

Liver Cancer Study Group of Japan: The Classification of Primary Liver
Cancer; Histological Findings. English |st Ed. Kanahara & Co., Ltd,
Tokyo (1997) pp27-40.



Wani et a.: Reduced expression of hMLH1 and hM SH2 gene products

April 2001

18.

20.

21.

Leach FS, Polyak K, Burrell M, Johnson KA, Hill D, Dunlop MG,
Wyllie AH, Peltomaki P, de la Chapelle A, Hamilton SR, Kinzler KW
and Vogelstein B: Expression of the human mismatch repair gene
hMSH2 in normal and neoplastic tissues. Cancer Res (1996) 56, 235-
240.

Jin TX, Furihata M, Yamasaki |, Kamada M, Liang SB, Ohtsuki Y and
Shuin T: Human mismatch repair gene (hMSH2) product expression in
relation to recurrence of transitional cell carcinoma of the urinary
bladder. Cancer (1999) 85, 478-484.

Friedrich M, Meyberg R, Villena-Heinsen C, Woll-Hermann A, Reit-
nauer K, Schmidt W, Tilgen W and Reichrath J: Immunohistochemical
analysis of DNA mismatch-repair enzyme hMSH-2 and Ki-67 in breast
carcinoma. Anticancer Res (1999) 19, 3349-3354.

Rasmussen LJ, Rasmussen M, Lee B, Rasmussen AK, Wilson DM,
Nielsen FC and Bisgaard HC: Identification of factors interacting with
hMSH2 in the fatal liver utilizing the yeast two-hybrid system. In vivo
interaction through the C-terminal domains of hEXO! and hMSH2 and
comparative expression analysis. Mutat Res (2000) 460, 41-52.

Produced by The Berkeley Electronic Press, 2001

22.

23.

24.

25.

26.

hMLH1 and hMSH2 in Liver Cancer 71

Wei Q, Guan Y, Cheng L, Radinsky R, Bar-Eli M, Tsan R, Li L and
Legerski RJ: Expression of Five selected human mismatch repair
genes simultaneously detected in normal and cancer cell lines by a
nonradioactive multiplex reverse transcription-polymerase chain reac-
tion. Pathobiology (1997) 65, 293-300.

Marra G, Chang CL, Laghi LA, Chauhan DP, Young D and Boland CR:
Expression of human MutS homolog 2 (hMSH2) protein in resting and
proliferating cells. Oncogene (1996) 13, 2189-2196.

Kondo Y, Kanai Y, Sakamoto M, Mizokami M, Ueda R and Hirohashi
S: Microsatellite instability associated with hepatocarcinogenesis. J
Hepatol (1999) 31, 529-536.

Bock N, Meden H, Regenbrecht M, JUnemann B, Wangerin J and
Marx D: Expression of the mismatch repair protein hMSH2 in car-
cinoma in situ and invasive cancer of the breast. Anticancer Res
(2000) 20, 119-124.

Salvucci M, Lemoine A, Azoulay D, Sebagh M, Bismuth H, Reyns M,
May E and Debuire B: Frequent microsatellite instability in post
hepatitis B viral cirrhosis. Oncogene (1996) 13, 2681-2685.



