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Abstract

Introduction: The availability of essential nutrients, such as nitrogen (N) and phosphorus (P), can feedback on soil
carbon (C) and the soil microbial biomass. Natural cycles can be supplemented by agricultural fertiliser addition,
and we determined whether the stoichiometry and nutrient limitation of the microbial biomass could be affected
by an unbalanced nutrient supply.

Methods: Samples were taken from a long-term trial (in effect since 1968) with annual applications of 0, 15 and
30 kg P ha−1 with constant N and potassium. Soil and microbial biomass CNP contents were measured and
nutrient limitation assessed by substrate-induced respiration. Linear regression and discriminant analyses were used
to identify the variables explaining nutrient limitation.

Results: Soil and biomass CNP increased with increasing P fertiliser, and there was a significant, positive, correlation
between microbial biomass P and biomass C, apart from at the highest level of P fertilisation when the microbial
biomass was over-saturated with P. The molar ratios of C:N:P in the microbial biomass remained constant
(homeostatic) despite large changes in the soil nutrient ratios. Microbial growth was generally limited by C and N,
except in soil with no added P when C and P were the main limiting nutrients. C, N and P, however, did not
explain all the growth limitation on the soils with no added P.

Conclusions: Increased soil C and N were probably due to increased net primary production. Our results confirm
that C:N:P ratios within the microbial biomass were constrained (i.e. homeostatic) under near optimum soil
conditions. Soils with no added P were characterised by strong microbial P limitation and soils under high P by
over-saturation of microorganisms with P. Relative changes in biomass C:P can be indicative of nutrient limitation
within a site.
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Introduction
In terrestrial ecosystems most primary production enters
the decomposer pathway (Cebrian 1999), where micro-
organisms mineralise organic material to simple inor-
ganic compounds and recycle growth-limiting nutrients
for autotrophs. This is essential for soil fertility and plant
growth. Microorganisms require the nutrients for their
own growth and generally the carbon-to-nutrient ratio
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determines whether nutrients are immobilised in the mi-
crobial biomass or mineralised to become available for
uptake. The soil microbial biomass therefore acts as
both a sink and a source of nutrients which become
available during the turnover of microbial biomass. The
availability and limitation of essential nutrients, such as
nitrogen (N) and phosphorus (P), can thus feed back on
soil carbon (C) dynamics and microbial biomass (Wang
et al. 2010; Brookes 2001).
In a global-scale meta-analysis of the C:N:P ratio of soil

and the soil microbial biomass (Cleveland and Liptzin
2007), the abundance and ratio of elements were con-
strained. While this was not surprising for C and N, given
an Open Access article distributed under the terms of the Creative Commons
g/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction
roperly cited.

https://core.ac.uk/display/10622963?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
mailto:Bryan.Griffiths@sac.ac.uk
http://creativecommons.org/licenses/by/2.0


Griffiths et al. Ecological Processes 2012, 1:6 Page 2 of 11
http://www.ecologicalprocesses.com/content/1/1/6
that plants are the major source of both C and N in the
soil, relatively fixed C:P and N:P ratios were more unex-
pected given that organisms do not regulate the total
amount of soil P. The amount of P available for plant
uptake is related to the total soil P and so indirectly links
the abundance of P with that of C and N in soil (Cleveland
and Liptzin 2007). Thus, microbial C:N:P ratios are
strongly related and not significantly affected by variations
in soil element ratios. This has given rise to the suggestion
that differences in soil microbial biomass element ratios
could provide an insight into nutrient limitation in terres-
trial ecosystems (Cleveland and Liptzin 2007). In managed
systems nutrient addition is commonly practised, and even
in unmanaged systems nutrient deposition occurs, so the
objective of this study was to determine how soil and soil
microbial biomass elemental ratios responded to nutrient
addition.
In agricultural systems the natural biogeochemical

cycles can be supplemented by the addition of readily
available, inorganic fertilisers. Agricultural productivity
in Ireland has historically been limited by P, but the
application of fertiliser P, which peaked in the 1970s, has
resulted in an increase in levels of available soil P such
that about 50% of Irish grassland soils no longer
respond to added P (Culleton et al. 2002). Overall ferti-
liser consumption in Ireland is now falling, from 430,000,
62,000 and 151,000 tonnes N, P, K respectively (N:P 6.9)
in 1994 to the latest available figures of 307,000, 20,000
and 52,000 tonnes (N:P 15.2) in 2008 (DAFF 2008). In
2002 Irish grasslands received an average of 123, 11 and
27 kg N, P, K ha−1 year−1 (N:P 11.2) (Coulter et al. 2004).
Even so, the majority of P in typical grassland soil is
present as organic P which represents a large pool of
potentially available nutrient (Bourke et al. 2008). Although
the agronomic objective of the added nutrients is to
increase plant production, they will also be available to the
soil microbial biomass. The soil microorganisms will see
an indirect increase in soil C, from increased rhizodeposi-
tion and increased residue incorporation from the extra
plant growth, and a direct increase in N and P from the
added nutrients. Microorganisms can compete effectively
with plants for these nutrients (Schimel et al. 1989; Zak
et al. 1990). Applied inorganic N, for example, is rapidly
taken up by the soil microbial biomass (Nannipieri et al.
1990) which can be limited by nutrients and not just C
(Kaye and Hart 1997; Wang and Bakken 1997), although
the outcome of the plant–microorganism competition
depends on the spatial heterogeneity of the system
(Korsaeth et al. 2001). Previous work on cut, rather than
grazed, grassland showed clearly that both microbial bio-
mass P and the biomass C:P ratio were sensitive to long-
term (>100 years) fertiliser regimes (He et al. 1997).
Growth experiments using environmental isolates of bac-
teria recently demonstrated that their stoichiometry is very
flexible, with a four-fold change in C:P ratio between P-
sufficient and P-deficient conditions (Scott et al. 2012).
This could result in a less homeostatic variation in C:N:P
ratios within a site than suggested by the meta-analysis of
Cleveland and Liptzin (2007).
Given the changing inputs of inorganic nutrients to

many grassland soils, we felt it timely to determine
whether the stoichiometry of the soil microbial biomass
could be affected by an unbalanced nutrient supply and
if we could experimentally show nutrient limitation of
the soil microbial biomass. To do this we sampled plots
from a long-term agricultural trial instigated in 1968
(Culleton et al. 2002). Phosphorus had been applied
annually at 0, 15 and 30 kg ha−1, with the plots split in
1999 to reduce P applications to half the high-P plots
and increase P to half the low-P plots (as detailed
below). Soil microbial biomass and its elemental CNP
composition were measured and total soil C, N and P
determined. In addition, respiration measurements were
conducted to assess nutrient constraints at different fer-
tilisation levels. This would test if differences in soil micro-
bial biomass element ratios in an agricultural situation
could provide an insight into nutrient limitation in terres-
trial ecosystems (Cleveland and Liptzin 2007), or whether
microbial biomass element ratios may be responsive to
altered fertiliser regimes (Scott et al. 2012).

Methods
Cowlands long-term, grazed field trial
The field site, established on a humic gleysol with a
sandy loam texture at Johnstown Castle, County
Wexford, Ireland, was described in detail by Culleton
et al. (2002) and King-Salter (2008). At the start of the
trial, in 1968, the site was ploughed and sown with
Lolium perenne. Phosphorus (calcium superphosphate)
was applied annually at 0 (P0), 15 (P15) and 30 (P30) kg
P ha−1 to each of twelve 0.45 ha replicate plots. Nitrogen
(ammonium nitrate, 240 kg N ha−1) and potassium (potas-
sium chloride, 20 kg K ha−1) were applied annually to all
plots, P and K in spring and N between spring and au-
tumn. Six plots of each P treatment were grazed at a low
stocking rate (2,200 kg stock ha−1) and six at a high stock-
ing rate (3,300 kg stock ha−1). Each plot was rotationally
grazed around six paddocks, with 18- to 24-day intervals
between grazing and stocking rates that were progressively
reduced as grass growth rates declined through the year.
In 1999 the P application and stocking rate were altered,
such that all plots now had the same stocking rate
(3,300 kg stock ha−1). At the same time, however, on the
former low stocking rate plots, P0 now received 30 kg P
ha−1 year−1, P15 received 5 kg P ha−1 year−1 and P30
received 0 kg P ha−1 year−1. Thus, since 1999 there were
six replicate plots of six P treatments: 0_0, 0_30, 15_15,
15_5, 30_30, 30_0 (kg P ha−1 year−1 1968–1999_kg P



Griffiths et al. Ecological Processes 2012, 1:6 Page 3 of 11
http://www.ecologicalprocesses.com/content/1/1/6
ha−1 year−1 1999–2009) to determine the rate of re-
sponse of the sward to altered P fertilisation. See
Figure 1.

Soil sampling
The plots were sampled in April 2009. Two separate
composite soil samples were collected from the top
10 cm of each plot by taking 20 cores for each
composite sample with a gouge auger (1.25 cm
diameter) in a stratified random design. The soils were
handpicked to remove stones and larger soil fauna,
sieved to pass through a 3.35 mm mesh and incubated
for 6 days at 25°C to allow respiration to settle down
after sieving without letting the soils dry out. Water-
holding capacity of each treatment was determined and
sub-samples of each plot were oven-dried for 24 h at
105°C for dry weight (d.w.) analysis.
Figure 1 The Cowlands long-term field trial experimental field showin
Starting in 1968 P was applied annually at 0 (P0), 15 (P15) and 30 (P30) kg ha−1

applied annually to all plots. In 1999 the P application was altered such that ha
P15 received 5 kg P ha−1 year−1 and half from P30 received 0 kg P ha−1 year−1

0_30, 15_15, 15_5, 30_30, 30_0 (kg P ha−1 year−1 1968–1999 _ kg P ha−1 year−
Soil C, N, P
Total C and N in samples were determined using an
elemental analyser (Thermo Scientific Flash EA 2000).
Total P was extracted in aqua regia (ISO 11466: 1995)
and measured by ICP.

Soil microbial biomass C, N, P
Microbial biomass C, N and P were measured by the
chloroform fumigation-extraction (CFE) technique
(Brookes et al. 1984, 1985; Vance et al. 1987): 10 g d.w.
equivalent of soil was fumigated for 24 h at 25°C and
extracted with 0.5 M K2SO4 (for C and N) or 0.5 M
NaHCO3 (for P). C, N and P from unfumigated soils
were extracted in the same way. In the extracts we deter-
mined the following: total organic carbon (TOC) by
combustion (Baird 2005) using a Shimadzu TOC-VCPH
analyser with ASI-V autosampler; total organic nitrogen
g layout of six replicate plots for each of six P treatments.
to each of 12 replicate plots. N (240 kg ha−1) and K (20 kg ha−1) were
lf (i.e. 6) of the plots from P0 now received 30 kg P ha−1 year−1, half from
. Thus, since 1999 there were six replicate plots of six P treatments: 0_0,
1 1999–2009).
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(TON) by alkaline persulfate oxidation (Cabrera and
Beare 1993); inorganic phosphorus (Pi) by the ammo-
nium molybdate-ascorbic acid method (Watanabe and
Olsen 1965). Soil microbial biomass element content
was calculated as the difference between the fumigated
and unfumigated samples using conversion factors of
0.45 for C (Wu et al. 1990), 0.45 for N (Jenkinson et al.
2004) and 0.40 for P (Hedley and Stewart 1982).

Microbial nutrient limitation
Microbial parameters were determined by a substrate-
induced respiration method (Anderson and Domsch
1978) using an automated respirometer based on electro-
lytic O2 microcompensation (Scheu 1992). The oxygen
consumption rates of 3 g d.w. soil samples were measured
at 22°C.
For basal respiration (μl O2 g

−1 h−1), the average oxygen
consumption was measured 15–20 h after attachment of
samples to the respirometer. For SIR measurements, glu-
cose was added to the soil samples in a concentration of
8,000 ppm C, sufficient to induce maximum respiration.
The mean of the three lowest measurements during the
first 10 h after glucose addition was taken as maximum
initial respiratory response (MIRR). Microbial biomass C
(Cmic, μg g−1) was calculated as 38×MIRR (Beck et al.
1997). The specific respiration (qO2, μl O2 mg−1 Cmic h

−1)
was calculated using data on microbial biomass and basal
respiration.
In order to detect nutrient limitation of the soil micro-

bial biomass, combinations of nutrients were added in
excess (Scheu 1993). Carbon (8,000 ppm glucose), nitro-
gen ((NH4)2SO4) and phosphorus (K2HPO4) were added
in combination to individual soil samples in a C:N:P
ratio of 10:2:1, corresponding to the average element
composition of microorganisms in soil. The slope of the
microbial growth curves representing microbial growth
ability in C, CN, CP and CNP amended samples was
taken as a measure of microbial nutrient limitation.

Statistical analysis
Statistical analyses were performed in ‘R’, version 2.12.2.
For stoichiometric analysis data were converted into
molar ratios. Data were tested for normal distribution of
residuals and homogeneity of variance. Outliers were sub-
stituted by mean values, and data were log-transformed if
necessary. A one-factorial analysis of variance with the
factors ‘P-fertilisation treatment’ and ‘water content’ as co-
variables was conducted. If significant, post-hoc tests
using Tukey’s test at P< 0.05 tested for differences
between means. The results are presented as arithmetic
means. Linear regression analysis was conducted and the
coefficients of determination (r2) were calculated for soil
C and N content, microbial biomass C and P, and log-log
plot of total or available soil C:P ratio versus microbial
biomass C:P ratio. Discriminant analysis with Tree Classi-
fiers was used to select explanatory variables in multiple
regression analysis. Using Akaike’s Information Criterion
the minimum adequate model in multiple regression ana-
lysis was calculated according to Crawley (2007).

Results and Discussion
Results
Soil C, N, P
In general soil C, N and P accumulated with increasing fer-
tiliser P (Table 1). Soil C was 4.6% in 0_0 and rose slightly,
but not significantly, in 0_30 and 15_5, before rising signifi-
cantly in 15_15, reaching a maximum at 5.6% in 30_0 and
dropping slightly in 30_30. Soil N showed a strong, positive
linear correlation with soil C (r2 = 0.92, P< 0.0001) and so
responded in a similar manner, rising from 0.44% in 0_0 to
0.55% in 30_0. Soil P rose 2.25-fold from 0.041% in 0_0 to
0.092% in 30_30. Molar nutrient ratios in the soil averaged
219:18:1, and while soil C:N ratios were stable, C:P and
N:P ratios declined significantly with added P (Table 2).

Soil microbial biomass C, N, P
Biomass C was least in 0_0 and greatest in 30_0,
whether determined by CFE or SIR (Table 1). In general
soil microbial biomass C, N and P accumulated with in-
creasing fertiliser P (Table 1). P treatment did not sig-
nificantly affect the biomass C:N ratio, which ranged
from 5.9 to 7.1 (Table 2), but molar element ratios in-
volving P were significantly affected, with the C:P ratio
being significantly greater in 0_0 (C:P 16.7) than any
other treatment (e.g. C:P 30_30, 10.8) (Table 1), and
while the N:P ratio was greatest in 0_0 (2.3), it was only
significantly greater than the 0_30 and 30_30 (1.6) treat-
ments (Table 2).
Dissolved organic C and N (i.e. extracted from unfu-

migated soil during the determination of microbial bio-
mass) behaved differently from P (Table 1). Extractable
C and N were significantly greater in the 0_0 treatment
and less but stable with added P, whereas extractable P
was least in the 0_0 treatment and increased with in-
creasing P.

Microbial nutrient limitation
Basal respiration was fairly constant with an overall
mean of 4.6 μl O2 g−1 h−1, which increased slightly but
significantly in the 15_15 treatment (Figure 2a). Respira-
tory quotient was significantly greater in 0_0 than all the
other treatments (Figure 2b). Microbial growth was sti-
mulated by the addition of C (Figure 2c) and more so by
the addition of CN (Figure 2d), apart from in 0_0 in
which microbial growth did not respond to added C or
CN. CP enhanced microbial growth in all treatments
(Figure 2e), although to a lesser degree in 0_0, while
CNP gave maximum microbial growth enhancement



Table 1 Soil and microbial biomass chemistry

Fertiliser treatment

0_0 0_30 15_5 15_15 30_0 30_30

pH 5.5 5.7 6.1 5.9 6.1 5.8

Soil C (g) 46.1 (2.50) 48.7 (0.9) 47.7 (2.2) 50.4 (4.2) 56.3 (3.1) 53.6 (4.5)

Soil N (g) 4.4 (0.2) 4.6 (0.2) 4.6 (0.2) 4.9 (0.4) 5.5 (0.2) 5.3 (0.5)

Soil P (mg) 408 (20.1) 536 (66.3) 648 (30.7) 662 (53.8) 716 (31.5) 918 (46.5)

Biomass C_CFE (mg) 1.33 (0.13) 1.52 (0.10) 1.52 (0.20) 1.67 (0.37) 1.89 (0.14) 1.76 (0.45)

Biomass C_SIR (mg) 1.34 (0.13) 1.70 (0.20) 1.73 (0.21) 1.76 (0.19) 1.86 (0.11) 1.77 (0.18)

Biomass N (μg) 181 (28.0) 223 (35.8) 255 (21.3) 265 (40.6) 300 (14.4) 263 (28.1)

Biomass P (μg) 79.0 (12.4) 118 (12.0) 113 (17.7) 127 (24.5) 148 (7.6) 160 (26.2)

DOC (μg) 125 (5.4) 105 (3.5) 107 (3.7) 105 (2.5) 101 (5.0) 97.0 (4.7)

NH4
+-N (μg) 3.65 (0.37) 3.24 (0.49) 2.76 (0.35) 2.48 (0.20) 2.51 (0.27) 2.80 (0.23)

NO3
- -N (μg) 19.6 (2.86) 14.5 (2.04) 16.2 (1.51) 16.0 (2.70) 15.1 (2.1) 14.8 (1.56)

PO4+-P (μg) 8.2 (1.68) 22.0 (2.85) 27.8 (5.21) 31.6 (4.01) 44.8 (4.34) 78.9 (13.29)

pH and C, N and P contents of soils and the soil microbial biomass (in kg−1 soil) in a long-term P-fertilisation trial. Soils received 0, 15 or 30 kg P ha−1 starting in
1968 (0_, 15_, 30_) and 0, 5, 15 or 30 kg P ha−1 since 1999 (_0, _5, _15, _30). See text for details. Microbial biomass was measured by chloroform-fumigation
extraction (CFE) or substrate-induced respiration (SIR). DOC is dissolved organic carbon. Data are means, n= 6, with standard error in parentheses.
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with 0_0 still having a significantly lower growth rate
(Figure 2f ). The addition of NP did not stimulate micro-
bial growth (data not shown).
Multiple regression analysis revealed the significant

explanatory variables for microbial nutrient limitation.
Thus, microbes were most strongly C-limited with a soil
C:P< 90, Cmic:Corg> 13.8 and Nmic:Pmic< 4.1 (Table 3).
CP-limitation was explained by low CN-limitation,
Table 2 Molar C:N:P ratios in soil and microbial biomass

C:N C:P N:P

Total soil pools

0_0 12.19 (0.26) 301.9 (17.39) 24.62 (1.34)

0_30 12.23 (0.59) 244.7 (29.88) 20.01 (1.72)

15_5 11.97 (0.2) 197.0 (18.35) 16.45 (1.7)

15_15 12.04 (0.23) 204.4 (23.55) 16.97 (1.72)

30_0 11.92 (0.31) 210.1 (11.85) 17.65 (0.79)

30_30 11.88 (0.16) 156.0 (12.91) 13.10 (1.21)

Mean 12.05 (0.35) 219.0 (49.97) 18.13 (3.84)

Microbial biomass

0_0 8.59 (1.16) 45.57 (6.19) 5.30 (0.86)

0_30 8.15 (1.36) 34.58 (1.94) 4.36 (0.79)

15_5 6.98 (0.82) 36.25 (3.01) 5.27 (0.82)

15_15 7.31 (0.76) 34.99 (3.18) 4.81 (0.47)

30_0 7.37 (0.78) 34.24 (3.15) 4.66 (0.23)

30_30 7.70 (1.28) 29.07 (4.7) 3.80 (0.47)

Mean 7.68 (1.15) 35.77 (6.22) 4.69 (0.82)

Molar element ratios in a long-term P-fertilisation trial. Soils received 0, 15 or
30 kg P ha−1 since 1968 (0_, 15_, 30_) and 0, 5, 15 or 30 kg P ha−1 since 1999
(_0, _5, _15, _30). See text for details. Data are means, n= 6, with standard
error in parentheses.
Cmic:Nmic< 7.4 and a high Nmic:Pmic (Table 3). CN-
limitation was related to a soil N:P< 9.8 (i.e. all P-
fertilised soils), C-limitation and an Nmic:Pmic< 4.6
(Table 3). CNP-limitation was only evident in soils with
no P-fertilisation (0_0) and so was positively correlated
with CN-limitation (Table 3).

Discussion
The Cowlands long-term phosphorus trial
Previous measurements showed that the 15_15 plots
were the most productive, having significantly greater
live weight gain from the grazed cattle than the 0_0,
while the 30_30 plots had a similar live weight gain to
the 15_15 but significantly more P loss from overland
flow (Culleton et al. 2002). The treatments in the Cow-
lands long-term field trial were changed in 1999 because
the high stocking rate was found to be more productive
across all P treatments (Culleton et al. 2002). The com-
parison then shifted to determining how quickly prod-
uctivity in the 0_30 plots could be restored, how long
accumulated soil P could sustain production in the 30_0
plots and whether reduced application rates in the 15_5
plots were sufficient to maintain optimum productivity
(King-Salter 2008). The vegetation composition of the
four high P treatments (15_15, 15_5, 30_30, 30_0) was
essentially the same, dominated by Lolium perenne and
Poa trivialis, whereas the 0_0 plots were botanically dif-
ferent and dominated by Agrostis capillaris and Holcus
lanatus (King-Salter 2008). The 0_30 plots were inter-
mediate, botanically, and were returning to a high-P-
type sward. The treatments, therefore, show a range in P
availability, being deficient enough in the 0_0 plots to
affect botanical composition, plant productivity and live



Figure 2 Respiration and microbial nutrient limitation. (a) Basal respiration (μl O2 g
−1 soil dry weight h−1), (b) respiratory quotient

(qO2 (μl O2 mg−1 Cmic h
−1)) and microbial nutrient limitations, measured by SIR as slope of growth increase following application of (c) C, (d) CN,

(e) CP and (f) CNP in different soil P-fertilization treatments. Box-plots with upper and lower quartiles. Different letters indicate significant
differences between means (Tukey’s test, P= 0.05).
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weight gain, and in surplus enough in the 30_30 plots
for excess P to be lost by overland flow. It should be
noted that even where levels of inorganic P (Pi) were
low enough to affect botanical composition (0_0) there
were still considerable amounts of organic P (Po)
present in the soil, 460 μg Po g−1, but clearly not avail-
able for plant uptake (King-Salter 2008).
Phosphorus is relatively immobile in soil and tends to
accumulate (Brookes 2001), which would explain the obser-
vation that P-fertilisation led to a strong linear increase
(2.25-fold) for soil P from unfertilised to medium and high
fertilised (0_0< 15_15< 30_30) grasslands. Long-term P-
application led to increasing soil C and N contents, prob-
ably due to increased net primary production of the
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vegetation and a subsequent positive feed back by detritus
to the soil organic matter (Bever et al. 1997).
The values of Pi extracted from the unfumigated samples

were higher than measured in some studies (e.g. 2, 6 and
17 μg Pi g−1 for 0_0, 15_15 and 30_30 respectively mea-
sured by Culleton et al. (2002) and Fu (2009)), but lower
than measured by King-Salter (2008) (e.g. 55, 235 and
435 μg Pi g−1) for the same plots. The differences can be
attributed to the different extractants used, as the acetate-
acetic acid extraction (Morgan P) used by Culleton et al.
(2002), Fu (2009) and King-Salter (2008) is known to give a
lower value for Pi than the bicarbonate extraction (Olsen
P) used in this study (Foy et al. 1997), while King-Salter
(2008) extracted with dilute sulphuric acid. The concentra-
tion of Pi in the unfumigated extracts gave the same trend
as microbial biomass P and total soil P (i.e. a linear increase
as total P application increased), except for the 30_30 treat-
ment. Thus, a total of 900 kg P ha−1 had been applied to
Table 3 Regression model results for microbial nutrient
limitation

Explanatory variable Estimate Std. Error T value P value

C-limitation

(Intercept) 1.898 0.184 10.33 <0.0001***

C:Psoil −0.392 0.074 −5.27 <0.0001***

N:Pmic 1.088 0.30 3.63 0.0011**

C:Psoil × Cmic:DOC 0.021 0.005 4.0 0.0004***

N:Pmic × Cmic:DOC −0.092 0.023 −4.03 0.0004***

CP-limitation

(Intercept) 0.622 0.071 8.74 <0.0001***

CNlmt ×N:Pmic × C:Nmic 0.013 0.003 3.79 0.0003***

CN-limitation

(Intercept) 13.239 3.534 3.75 0.0009***

N:Psoil −1.048 0.339 −3.09 0.0047**

Clmt −6.749 2.306 −2.93 0.007*

Clmt ×N:Psoil 0.491 0.192 2.565 0.0164*

N:Pmic −1.748 0.635 −2.753 0.0106*

N:Pmic × Clmt 0.728 0.304 2.395 0.0241*

N:Pmic × N:Psoil 0.122 0.055 2.223 0.0351*

CNP-limitation

(Intercept) 0.842 0.129 6.56 <0.0001***

CNlmt 0.573 0.079 7.26 <0.0001***

Minimum adequate model of a multiple regression on microbial C-, CP-,
CN- and CNP-limitation as dependent variables respectively. Explanatory
variables are as follows: for C-limitation: soil C:P ratio (C:Psoil), microbial N:P
ratio (N:Pmic), interactions of these with the ratio of microbial C to dissolved
organic C (Cmic:DOC) (r² = 0.671, F[4,29] = 17.83, P< 0.0001); for CP-limitation:
interaction of microbial CN-limitation (CNlmt) ×N:Pmic ×microbial C:N ratio
(C:Nmic) (r² = 0.164, F[1,67] = 14.3, P= 0.0003); for CN-limitation: soil N:P ratio
(N:Psoil), microbial C-limitation (Clmt), N:Pmic, and interactions between these
variables (r² = 0.78, F[6,26] = 19.58, P< 0.0001); for CNP-limitation: microbial
CN-limitation (CNlmt) (r² = 0.429, F[1,68] = 52.8, P< 0.0001).
the 30_0 plots up to 2009 and 1,200 kg P ha−1 to the 30_30
plots (an increase of 1.4-fold), similarly Pmic increased by
1.1-fold and total soil P by 1.2-fold but extractable Pi al-
most doubled with a 1.8-fold increase. This indicates over-
saturation of P as discussed below.

Nutrient limitation of the microbial biomass
We used the CFE technique to determine soil microbial
biomass element ratios which, while commonly used,
does have limitations which may lead to errors in micro-
bial C, N and P estimation (as discussed by Jenkinson
et al. (2004), Cleveland and Liptzin (2007)).
The low amounts of soil C and N in the 0_0 treatment

are consistent with low NPP, which is probably accelerated
by competition between microbes and plants for P. Soils
from the 0_0 treatment had molar Nmic:Pmic ratios of >5
and were characterised by strong microbial nutrient limita-
tion. The relative microbial growth increase was greatest
after CNP addition, illustrating a strong co-limitation by N
after P was depleted. These results are consistent with low
biomass P content and high C:P and N:P ratios within the
0_0 treatment. Microbial limitation by C was lowest, sug-
gesting that even microbial C-limitation was constrained
by nutrients. Constant high P-fertilisation (30_30) led to
maximum microbial biomass P and consequently low Cmic:
Pmic and Nmic:Pmic ratios and strong microbial CN-
limitation. However, the correlation of Cmic and Pmic

showed that Pmic ratios in 30_30 plot fell well below the
regression line (Figure 3) suggesting over-saturation of
microorganisms with P, as would also be suggested by the
larger than expected concentrations of Pi. The constantly
high phosphorus applications led to conditions that were
more out of balance than the treatments receiving a
medium amount of P fertiliser. There was no additional
increase in microbial growth after CNP application com-
pared to the CN addition in the 30_0 treatment and even
a decreased microbial growth with added P in 30_30. It
can be assumed that in these treatments nutrients other
than P and N were limiting and may explain why soil N
decreased with decreasing P availability.
The Cowlands trial was grazed, so that even in the no-

P fertiliser plots there would have been some return and
recycling of organic matter to the sward. All the data in-
dicate that the microorganisms in 0_0 are P limited: the
soil microbial biomass had significantly greater C:P than
the other treatments. The respiratory quotient indicated
a greater degree of stress; microbial response to added
nutrients was significantly inhibited and was significantly
relieved by the addition of P. The fact that in the respi-
ration experiments with added CNP the 0_0 soil did not
respire at the same rate as the other soils implies that
this soil is still suffering from limitation by another nutri-
ent, but compared to the effects of adding extra P this
is minor. This limitation was removed by the addition
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of P fertiliser in the 0_30 treatment, which showed no such
P limitation 10 years after fertiliser had started to be ap-
plied. The opposite effect was less evident in the 30_0 soil
from which P fertiliser had been removed for the last
10 years, although there was an indication that the micro-
bial parameters were moving towards signs of P limi-
tation (an increase in C:P ratio and reduced responses
to added nutrients compared to the 30_30 soil). In
this sense the soil microbial biomass mirrored the re-
sponse of the vegetation (King-Salter 2008).
In a comparison of forest types in China, Liu et al.

(2012) showed that soil respiration measured in situ was
significantly enhanced by P fertilisation in an old-growth
forest, which was by nature of N-saturation necessarily P-
limited, whereas less P-deficient disturbed forests showed
no or a lesser respiratory response to P fertilisation.

Microbial community structure
Measuring the gross changes in microbial biomass nutrient
contents in response to P fertilisation overlooks any
changes in microbial community structure which might ex-
plain some of the observed changes. It is likely that the spe-
cies composition of the microbial biomass would differ in
0_0 from the other treatments due to the change in CNP
stoichiometry. Since fungal biomass contains relatively
more C than bacterial biomass, it is suggested that fungi
might have a higher C-demand than bacteria, while bacteria
are more constrained by nutrient ratios (Keiblinger et al.
2010). We found only a weak correlation between the CFE
and SIR measurements of Cmic, and variation was particu-
larly large in the high P-fertiliser treatments (15_15, 30_0,
30_30). According to Beck et al. (1997) the difference
between the two methods is largest when soils contain a
disproportionately large component of microorganisms
using glucose as an energy source, suggesting a shift in mi-
crobial community structure in the high-P soils. The
respiratory quotient measurements also indicated a change
to the microbial community in the 0_0 soil, with an in-
crease (i.e. more respiration per unit biomass) being indica-
tive of stressed cells or a change in microbial community
structure (Anderson and Domsch 1990), although the
respiratory quotient showed no variation with reducing P
input from the highest level, 30_30 to 30_0. This is
supported by measurements at the Cowlands site which in-
dicate an altered microbial community structure (as mea-
sured by phospho-lipid fatty acid (PLFA) analysis and
nematode community analysis) and decreasing fungal-to-
bacterial ratio as P fertilisation increases (Chen, unpub-
lished data). Liu et al. (2012) similarly showed an altered
PLFA pattern in the P-limited old-growth forest with
added P, but in their case an increased fungal-to-bacterial
ratio. Phosphate has recently been shown to be an import-
ant driver of microbial community structure in a range of
soils (Kuramae et al. 2012).
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Response of C:N:P to P fertilisation
The size and elemental composition of the soil microbial
biomass in the Cowlands was within the range reported
from other temperate grasslands, with biomass C contents
of 150–2,800 μg C g−1 and biomass P contents of 40–
170 μg P g−1 with C:P ratios of 11–76 (Brookes et al. 1984;
He et al. 1997). However under extreme fertilisation
regimes, such as N-only fertiliser since 1897 in a hay
meadow (i.e. limited return of organic matter from the cut
sward), microbial biomass P can fall to below 10 μg P g−1

and the C:P ratio rise to 276 (He et al. 1997). Under mana-
ged conditions, therefore, the stoichiometry of the soil mi-
crobial biomass can be significantly affected and fall
outside the normal range.
The overall soil C:N:P ratio calculated by Cleveland and

Liptzin (2007) for grassland soils (166:12:1) is very close to
that of our high P 30_30 treatment (156:13:1) but quite far
from that of our 0_0 treatment (302:25:1) suggesting that
their study might have been based on P-rich soils. The
data used by Cleveland and Liptzin partly originated from a
study by Turner et al. (2001), who measured soil microbial
biomass C, N and P in 29 UK permanent grassland soils by
CFE as well as by a UV absorbance procedure. Their soil P
contents (0.094±0.032%) were as high as that in our 30_30
treatment (0.091±0.005%). Our microbial C:N ratios were
very constant among all treatments supporting the hypo-
thesis of a well constrained ratio within the microbial bio-
mass. Constant C:P ratios occurred predominantly in the
medium treatments, but this could be due to a shift in mi-
crobial community structure. Our results confirm that
C:N:P ratios within the microbial biomass were constrained
(homeostatic) as long as soil conditions were not far away
from the optimum.
Figure 4 Scatter plots of total soil C:P or soil available C:P ratio versu
the 1:1 line (dashed) for different soil P-fertilization treatments. See legend
each of six plots per treatment.
Chemostat experiments using single bacterial species or
bacterial communities isolated from aquatic environments
have provided a theoretical basis for understanding the
stoichiometric response to environmental nutrient ratios
(Makino and Cotner 2004). Results have been linked to the
growth rate hypothesis that C:P ratios change proportion-
ately to bacterial growth rate because faster growth relates
to greater concentrations of RNA and thus P (Elser et al.
1996). The slope of a log-log plot of environmental C:P
versus bacterial C:P would show whether the community
was constrained (homeostatic) (Makino and Cotner 2004)
as has been suggested for the soil microbial biomass
(Cleveland and Liptzin 2007). Other studies, however, have
indicated aquatic bacterial communities not to be homeo-
static, having elemental ratios that varied 1:1 with the
environmental ratios (Tezuka 1990). Both results are con-
sistent with the recent findings that bacteria are very flex-
ible in elemental ratios, response to P-limitation, and
ability to accumulate P (Scott et al. 2012). A notable differ-
ence between the aquatic environments and our edaphic
environment is the relative inflexibility of the soil C:P
ratio, which only varied by a factor of 2 between the 0_0
and 30_30 soil despite showing clear signs of P-limitation.
This may be due to the relatively large and stable back-
ground of total P, which varied by a factor of two, com-
pared to the more variable pool of extractable (or readily
available) P which varied by a factor of ten (Table 1). Plot-
ting our ratios of soil C:P versus microbial biomass C:P,
with the soil C:P calculated either from total soil C and P
or available DOC and PO4 (data from Table 1, Figure 4),
gave slopes that were less than the 1:1 line, indicative of
constrained (homeostatic) stoichiometry within the soil
microbial community. This is despite the indication of
s microbial biomass C:P ratio. Values are shown in comparison to
in figure. Points represent the mean of duplicate measurements for



Griffiths et al. Ecological Processes 2012, 1:6 Page 10 of 11
http://www.ecologicalprocesses.com/content/1/1/6
large changes in microbial community structure between
the different soils, which is because the community is the
highest level of stoichiometric organisation whereas there
would be less homeostatic control at the population, cell
and macromolecule level (Hall et al. 2010). The molar C:P
ratio of the soil microbial biomass in the 0_0 soil was 45:1,
very close to the global grassland average of 47:1 (Brookes
et al. 1984; Cleveland and Liptzin 2007), which reduced
significantly to 29:1 in the 30_30 soil. A study of the stoi-
chiometry of exoenzymes concluded that increased C:P
ratios and decreased microbial growth efficiencies are
indicators of nutrient limitation (Sinsabaugh et al. 2009).
On a global scale the 0_0 soil microbial biomass has an
average C:P ratio and would not be considered nutrient
limited. However, when compared with the other treat-
ments at the Cowlands site the significant increase in soil
microbial biomass C:P, together with the respiration data
and corroborating data on vegetation, livestock and micro-
bial community structure, does indicate P limitation and
suggests that relative changes in biomass C:P can be indica-
tive of nutrient limitation within a site.
Conclusions
Long-term P-application led to increasing soil and micro-
bial C, N and P contents, with C and N probably reflecting
increased net primary production. There were also indica-
tions of an altered microbial community structure. Our
results confirm that C:N:P ratios within the microbial
biomass were constrained (homeostatic) under near
optimum soil conditions. Thus, molar nutrient ratios in
the soil averaged 219:18:1 and in the microbial biomass
the average was 36:5:1. Soils with no added P were charac-
terised by strong microbial nutrient limitation (P and
minor nutrients) and soils under high P by over-saturation
of microorganisms with P. Relative changes in soil micro-
bial biomass C:P can be indicative of nutrient limitation
within a site.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
BSG and MB conceived the project, oversaw the experimental plan and
drafted the manuscript. BSG organised and assisted with field sampling. AS
was responsible for field sampling and laboratory analyses in Ireland and
Germany. MB conceived and organised the respiration studies. All authors
read and commented on the manuscript.

Acknowledgements
BSG is supported by Science Foundation Ireland grant no. 07/SK/B1236b.

Author details
1Teagasc, Environment Research Centre, Johnstown Castle, Wexford, Co,
Wexford, Ireland. 2Current address: SAC, King's Buildings, West Mains Road,
Edinburgh EH9 3JG, UK. 3Mathematisch Naturwissenschaftliche Fakultät der
Universität zu Köln, Zoologisches Institut Abt. Terrestrische Ökologie,
Biowissenschaftliches Zentrum, Otto-Fischer-Str. 6, D-50674, Köln, Germany.
Received: 16 April 2012 Accepted: 19 May 2012
Published: 21 June 2012
References
Anderson JPE, Domsch KH (1978) A physiological method for the quantitative

measurement of microbial biomass in soils. Soil Biol Biochem 10:215–221
Anderson T-H, Domsch KH (1990) Application of eco-physiological quotients

(qCO2 and qD) on microbial biomasses from soils of different cropping
histories. Soil Biol Biochem 22:251–255

Baird RB (2005) Aggregate organic constituents; total organic carbon (TOC)/
method 5310 B High temperature combustion method. In: Eaton DA,
Clesceri LS, Rice EW, Greensberg AE (eds) Standard methods for the
examination of waters and waste water, 21st edn. American Public Health
Association, Washington DC

Beck T, Joergensen RG, Kandeler E, Makeschin F, Nuss E, Oberholzer HR, Scheu S
(1997) An inter-laboratory comparison of ten different ways of measuring soil
microbial biomass C. Soil Biol Biochem 29:1023–1032

Bever J, Westover K, Antonovics J (1997) Incorporating the soil community into
plant population dynamics: the utility of the feedback approach. J Ecol
85:561–573

Brookes PC (2001) Minireview. The soil microbial biomass: concept, measurement
and applications in soil ecosystem research. Microbes Environ 16:131–140

Bourke D, Dowding P, Tunney H, O’Brien JE, Jeffrey DW (2008) The organic
phosphorus composition of an Irish grassland soil. Biol Environ 108B:17–28

Brookes PC, Powlson DS, Jenkinson DS (1984) Phosphorus in the soil microbial
biomass. Soil Biol Biochem 16:169–175

Brookes PC, Landman A, Pruden G, Jenkinson DS (1985) Chloroform fumigation
and the release of soil-nitrogen—a rapid direct extraction method to
measure microbial biomass nitrogen in soil. Soil Biol Biochem 17:837–842

Cabrera ML, Beare MH (1993) Alkaline persulfate oxidation for determining total
nitrogen in microbial biomass extracts. Soil Sci Soc Am J 57:1007–1012

Cebrian J (1999) Patterns in the fate of production in plant communities. Am Nat
15:449–468

Cleveland CC, Liptzin D (2007) C:N:P stoichiometry in soil: is there a "Redfield
ratio" for the microbial biomass? Biogeochemistry 85:235–252

Coulter BS, Murphy WE, Culleton N, Quinlan G (2004) A survey of fertilizer use in
Ireland for 2001 and 2002 and some comparisons with Teagasc nutrient
advice. Fert Assoc Ireland Proc 41:24

Crawley M (2007) Statistics - An introduction using R. Wiley, Chichester, 950 pp
Culleton N, Coulter B, Liebhardt WC (2002) The fate of phosphatic fertiliser

applied to grassland. Irish Geogr 35:175–184
DAFF (2008) Fertiliser consumption, 1989/2005—2007/2008. http://www.

agriculture.gov.ie/media/migration/publications/2008/compendium2008/
individual/H5.xls. Accessed 23 Feb 2012

Elser JJ, Dobberfuhl DR, MacKay NA, Scampel JH (1996) Organisms size, life
history, and N:P stoichiometry. Bioscience 46:674–684

Foy RH, Tunney H, Carroll MJ, Byrne E, Gately T, Bailey JS, Lennox SD (1997) A
comparison of Olsen and Morgan soil phosphorus test results from the
cross-border region of Ireland. Irish J Agr Food Res 36:185–193

Fu W (2009) Spatial variation of extractable phosphorus and other nutrients in
Irish grassland soils. PhD Thesis, NUI Galway, Galway, Ireland

Hall EK, Maixner F, Franklin O, Daims S, Richter A, Battin T (2010) Linking microbial and
ecosystem ecology using ecological stoichiometry: a synthesis of conceptual and
empirical approaches. Ecosystems 14:261-273

He ZL, Wu J, O'Donnell AG, Syers JK (1997) Seasonal responses in microbial
biomass carbon, phosphorus and sulphur in soils under pasture. Biol Fertil
Soils 24:421–428

Hedley MJ, Stewart JWB (1982) Method to measure microbial phosphate in soils.
Soil Biol Biochem 14:377–385

Jenkinson DS, Brookes PC, Powlson DS (2004) Measuring soil microbial biomass.
Soil Biol Biochem 36:5–7

Kaye JP, Hart SC (1997) Competition for nitrogen between plants and soil
microorganisms. Trends Ecol Evol 12:139–143

Keiblinger KM, Hall EK, Wanek W, Szukics U, Hammerle I, Ellersdorfer G, Bock S, Strauss
J, Sterflinger K, Richter A, Zechmeister-Boltenstern S (2010) The effect of resource
quantity and resource stoichiometry on microbial carbon-use-efficiency. FEMS
Microbiol Ecol 73:430–440

King-Salter GE (2008) Reponse of arbuscular mycorrhizal fungi to seasonality and
long-tern phosphorus fertilisation in an Irish grazed grassland. PhD Thesis,
University College Dublin, Dublin, Ireland

http://www.agriculture.gov.ie/media/migration/publications/2008/compendium2008/individual/H5.xls
http://www.agriculture.gov.ie/media/migration/publications/2008/compendium2008/individual/H5.xls
http://www.agriculture.gov.ie/media/migration/publications/2008/compendium2008/individual/H5.xls
http://dx.doi.org/14:261-273


Griffiths et al. Ecological Processes 2012, 1:6 Page 11 of 11
http://www.ecologicalprocesses.com/content/1/1/6
Korsaeth A, Molstad L, Bakken LR (2001) Modelling the competition for nitrogen
between plants and microflora as a function of soil heterogeneity. Soil Biol
Biochem 33:215–226

Kuramae EE, Yergeau E, Wong LC, Pijl AS, van Veen JA, Kowalchuk GA (2012) Soil
characteristics more strongly influence soil bacterial communities than land-use
type. FEMS Microbiol Ecol 79:12–24

Liu L, Gundersen P, Zhang T, Mo JM (2012) Effects of phosphorus addition on
soil microbial biomass and community composition in three forest types in
tropical China. Soil Biol Biochem 44:31–38

Makino W, Cotner JB (2004) Elemental stoichiometry of a heterotrophic bacterial
community in a freshwater lake: implications for growth- and resource-dependent
variations. Aquat Microb Ecol 34:33–41

Nannipieri P, Ciardi C, Palazzi T, Badalucco L (1990) Short-term nitrogen reactions
following the addition of urea to a grass legume association. Soil Biol
Biochem 22:549–553

Scheu S (1992) Automated measurement of the respiratory response of soil
microcompartments: active microbial biomass in earthworm faeces. Soil Biol
Biochem 24:1113–1118

Scheu S (1993) Analysis of the microbial nutrient status in soil
microcompartments: earthworm faeces from a basalt-limestone gradient.
Geoderma 56:575–586

Schimel JP, Jackson LE, Firestone MK (1989) Spatial and temporal effects on plant
microbial competition for inorganic nitrogen in a California annual grassland.
Soil Biol Biochem 21:1059–1066

Scott JT, Cotner JB, LaPara TM (2012) Variable stoichiometry and homeostatic
regulation of bacterial biomass elemental composition. Front Microbiol 3:42
doi:10.3389/fmicb.2012.00042

Sinsabaugh RL, Hill BH, Shah JJF (2009) Ecoenzymatic stoichiometry of microbial
organic nutrient acquisition in soil and sediment. Nature 462:U117–U795

Tezuka Y (1990) Bacterial regeneration of ammonium and phosphate as affected
by the carbon:nitrogen:phosporus ratio of organic substrates. Microb Ecol
19:227–238

Turner BL, Bristow AW, Haygarth PM (2001) Rapid estimation of microbial
biomass in grassland soils by ultra-violet absorbance. Soil Biol Biochem
33:913–919

Vance ED, Brookes PC, Jenkinson DS (1987) An extraction method for measuring
soil microbial biomass-C. Soil Biol Biochem 19:703–707

Wang JG, Bakken LR (1997) Competition for nitrogen during mineralization of
plant residues in soil: microbial response to C and N availability. Soil Biol
Biochem 29:163–170

Wang YP, Law RM, Pak B (2010) A global model of carbon, nitrogen and
phosphorus cycles for the terrestrial biosphere. Biogeosciences 7:2261–2282

Watanabe FS, Olsen SR (1965) Test of an ascorbic acid method for determining
phosphorus in water and NaHCO3 extracts from soil. Soil Sci Soc Am Proc
29:677–678

Wu J, Joergensen RG, Pommerening B, Chaussod R, Brookes PC (1990)
Measurement of soil microbial biomass C by fumigation extraction—an
automated procedure. Soil Biol Biochem 22:1167–1169

Zak DR, Groffman PM, Pregitzer KS, Christensen S, Tiedje JM (1990) The vernal
dam–plant microbe competition for nitrogen in northern hardwood forests.
Ecology 71:651–656

doi:10.1186/2192-1709-1-6
Cite this article as: Griffiths et al.: C:N:P stoichiometry and nutrient
limitation of the soil microbial biomass in a grazed grassland site under
experimental P limitation or excess. Ecological Processes 2012 1:6.
Submit your manuscript to a 
journal and benefi t from:

7 Convenient online submission

7 Rigorous peer review

7 Immediate publication on acceptance

7 Open access: articles freely available online

7 High visibility within the fi eld

7 Retaining the copyright to your article

    Submit your next manuscript at 7 springeropen.com

http://dx.doi.org/10.3389/fmicb.2012.00042

	Abstract
	Introduction
	Methods
	Results
	Conclusions

	Introduction
	Methods
	Cowlands long-term, grazed field trial
	Soil sampling
	Soil C, N, P
	Soil microbial biomass C, N, P
	Microbial nutrient limitation
	Statistical analysis

	Results and Discussion
	Results
	Soil C, N, P

	Soil microbial biomass C, N, P
	Microbial nutrient limitation

	Discussion
	The Cowlands long-term phosphorus trial
	Nutrient limitation of the microbial biomass
	Microbial community structure
	Response of C:N:P to P fertilisation

	Conclusions
	Competing interests
	Acknowledgements
	Author details
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.440 793.440]
>> setpagedevice


